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A



Details on the construction of the database



This section describes the construction of the database on which our analysis draws. Several data sources have been used: the variables which measure outcomes (agricultural practices) are taken from statistical surveys conducted by the SCEES (“Structure of Farms” undertaken in 2003 and 2005); the control variables stem primarily from the Agricultural Census of 2000;1 and, finally, the variables which measure participation in the AESs are based on data from administrative files owned by the paying agency (the CNASEA). The pairing of these different data sources is based on the correspondence of the identifiers of each base: the SIRET number in statistical surveys; the RA number in the agricultural census; and the PACAGE number in the administrative files. Two types of pairing have been implemented: between the statistical surveys and the administrative files; and between the surveys and the census. As shown in Table 1, the pairing between the statistical surveys and the census presents no difficulty because all surveyed farms possess an RA number. They moreover generally also have a valid SIRET number.2 Table 1: Identifiers in statistical surveys



Survey 2005



N % Survey 2003 N %



RA SIRET only + RA 11,598 74,528 13 87 7,350 68,274 10 90



Total 86,126 100 75,624 100



However, when it comes to administrative files, only 70% of the farms have a valid SIRET number (Table 2). A preliminary step in the pairing procedure is therefore to improve this rate using complementary data sources making it possible to elaborate a SIRET–PACAGE correspondence table. This annex presents the procedures used to build our database, as well as the performance tests of these pairing procedures.



Sources of correspondence between SIRET and PACAGE The improvement of the proportion of farms, in the administrative files, that have a valid SIRET is based on two outside data sources: the BDNU database (Base de Données Nationale des Usagers) provided by the Ministry of Agriculture, and the administrative files that record all payments made in the framework of the first pillar of the Common Agricultural Policy. The BDNU contains SIRET–PACAGE correspondences,3 as 1



Note that, in addition to the variables from the 2000 census, four other variables complete the list of control variables: a variable describing the carbon content of the soil and a variable describing the climate in relation to rainfall, sunshine and temperatures, drawn from the SEAMLESS database. The other two variables are from the “Modèle Numérique de Terrain” which measures the average slope and altitude at the level of communes. These four variables were paired on the basis of the number of the commune, which was available in all cases. 2 We found that 10% and 13% of the farms in the “Structure of Farms” survey, in 2003 and 2005 respectively, did not have a valid SIRET number. This rate is higher for the 2005 survey because that survey included the DOM (French overseas territories). In fact, for the sample within metropolitan France, on which our analysis is based, nearly all surveyed farms have a valid SIRET number. 3 These correspondences have been reconstructed by the Ministry on the basis of the administrative files of the “first pillar” of the CAP, the files of paying organizations, and algorithms for pairing up
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Table 2: Identifiers in administrative files No ident. N 3,019 % 4



SIRET PACAGE only only 9,504 18,109 13 26



Both 39,857 57



Total 70,489 100



Note : N refers to the total number of files in each category. Source : CNASEA.



well as a PACAGE–PACAGE correspondence and a SIRET–SIRET table of correspondences. The PACAGE–PACAGE table links individuals’ PACAGE numbers representing the same farm (a PACAGE may, for instance, have been attributed to the head of the farm, to his or her spouse, to the entire farm, or to the different members of a GAEC (group of farming partners)). The SIRET–SIRET table serves to link up farms that are similar but have a different identification due to a change of status (e.g. due to a change of farm manager or of location of the farm headquarters). Finally, the BDNU contains data on the birth date of individuals who have a PACAGE and on the commune in which they reside. The pairing procedure is based on three steps: • Direct pairing of the SIRET in the survey to the SIRET in the administrative files. Note that several SIRET are sometimes provided by the survey. When this is the case, they are all subjected to the pairing algorithm, as well as the SIRET in the census and the SIRET in the 2003 survey for farms included in both surveys (2003 and 2005). • The pairing of the SIRET in the survey to the SIRET found in the BDNU, followed by the pairing of the PACAGE in the BDNU with the PACAGE in the administrative files (via all the correspondences provided by the BDNU, SIRET–PACAGE and PACAGE–PACAGE, in particular). • Matching on the basis of the individual’s commune of residence and date of birth, or of the commune of residence and SIREN number4 (when PACAGE is not given).



Tests of performance of pairing The performance of the pairing procedure is evaluated by three tests: • Test 1: Compare the total number of records in the administrative files to the estimated total number of records from the farm surveys. This estimation is based on how many records each surveyed farms that we identify as an AES recipient has. • Test 2: Compare the estimated total number of farms that declared they received a subsidy in the farm survey, with the estimated total number of farms from the survey that were paired with the administrative files. the SIRENE and PACAGE data according to individuals’ surname, first name, birth date, address and telephone number. 4 Firms are uniquely identified by a SIREN number, while establishments are uniquely identified by a SIRET number, which is just the SIREN plus a five digit number.
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Table 3: Results of the pairing procedure Step 1 Step 2 Step 3 Total number of administrative files 67,852 67,852 67,852 Total number of files paired 46,428 63,371 66,605 Ratio 1 (a) 0.68 0.93 0.98 Total number of farms declaring 59,497 59,497 59,497 Total number of farms paired 44,522 59,233 61,844 Ratio 2 (b) 0.75 1.00 1.04 Number of non-respondent recipients 3,108 5,417 5,855 Number of non-respondent recipients (sample) 571 946 1,017 Number of non-recipient respondents 18,299 6,407 4,333 Number of non-recipient respondents (sample) 3,192 1,164 767 (a) Ratio 1 refers to the ratio of number of files paired and total number of files; (b) Ratio 2 refers to the number of farms paired and the number of farms declaring themselves as beneficiaries of AES.



• Estimate the number of what we here call “non-respondent recipients” (i.e. farms we paired with an entry in the administrative files but which said in the survey that they did not receive an AES), as well as the number of “non-recipient respondents” (farms we have not paired to any entry in the administrative files but which said in the survey that they did receive an AES) at the end of the pairing procedure. The results of the tests are presented in Table 3. The number of entries in the administrative files is 67,852. The second line of the table indicates that after the last step in the pairing procedure, the number of entries estimated from the survey paired with the administrative files accounted for 98% of the total entries in the administrative files. The results for each step reveal moreover that it was during the second step, via the use of BDNU data, that the rate of pairing was substantially improved (Ratio 1 increased by 25 percentage points). As the same farm can be linked to several entries in the administrative files, the number of paired farms (61,844) appears to be slightly lower than the number of files (67,852). Ratio 2 is even slightly higher than Ratio 1 (for reasons explained below). As expected, the number of “non-respondent recipients” increases with each pairing step, while the number of “non-recipient respondents” declines. In the table, the number of “non-respondent recipients” and that of “non-recipient respondents” appear not only in terms of population but also in terms of sample. These figures are examined below. Surprisingly, the number of “non-respondent recipients” appears to be relatively high, since it accounts for 9.5% of the farms identified as recipients in the administrative files. This finding led to a more in-depth examination of the pairing procedure, aimed at clarifying the origin of this type of inconsistency: an error by the farm manager or a failure of the pairing algorithm. The pairing algorithm, which characteristically applies to all the available SIRET, may have been used to match farms on the basis of a former SIRET, while the farms in question were no longer recipients in 2005. Table 4 gives the origin of the SIRET used in the pairing. The majority of “non-respondent recipients” appears at the end of the first step of the pairing procedure. The figures indicate that 98% of the matches made in the first step (559/571) were made on the basis of the SIRET shown in the most recent survey (2005 survey). Only one match was made on the basis of the SIRET shown in the 2003 survey, whereas the farm in question had reported a change 4



Table 4: Non-respondent recipients: origin of the SIRET used in the pairing procedure Step 1 Step 2 Step 3 Additional non-respondent recipients 571 375 71 Number of farms paired based on SIRET 2005 (a) 559 360 68 Ratio (b) 0.98 0.96 0.96 Number of farms paired based on SIRET 2003 + change of farm manager (c) 5 7 1 of which recipients after 2003 (d) 5 6 1 (a) Number of non-respondent recipient farms paired with adminitrative files based on SIRET 2005; (b) Ratio of the number of non-respondent recipient farms paired with adminitrative files based on SIRET 2005 and et total number of non-respondent recipients; (c) Number of non-respondent recipient farms paired with adminitrative files based on SIRET 2003, with a change of farm manager after 2003; (d) Number of farms from group (c) appearing in administrative files after 2003.



of farm manager (which leads to a change of SIRET). However, even in this particular case, the farm was still a recipient after 2003. The number of “non-respondent recipients” therefore appears to be the result of errors in responses in the survey, rather than the result of pairing errors. This underscores a general lack of familiarity among farmers of the AESs from which they benefit. Moreover, the bulk of these errors are concentrated among the AESs subsidizing extensive herding, that we do not study. The number of “non-recipient respondents” also appears to be high, since it accounts for 7% of the farms in the survey which said they received a subsidy. As in the case of “non-respondent recipients”, the “non-recipient respondents” were examined more closely (Table 5). Those farms which said they had received a subsidy in the period between 2000 and 2005 but who were in the administrative files only from 2006, appear to correspond to errors in their answers, induced by the schedule for the allocation of subsidies (cf. Category (a) in the table 5). Yet two potential sources of failure of the pairing algorithm have to be examined: the absence of a SIRET in the survey, and the absence of a SIRET in the administrative file. It is impossible to find a recipient farm in the administrative files if it does not have a SIRET in the survey or if it has a SIRET in the survey but not in the administrative file. Thus, in the “non-recipient respondent” group of farms without a SIRET in the survey, we distinguish: • Category (b) of the table: those who were paired on the basis of an identifier other than the SIRET, and who are therefore clearly recipients; • Category (c) of the table: those who have never been paired, and for whom there is a doubt as to the status of non-recipient assigned to them. Moreover, quite a few recipient farms in the administrative files have no SIRET. It is therefore impossible to match these farms to the surveys on the basis of the SIRET but it is possible to make a match on the basis of the commune, in order to identify those farms that claim to be recipients and are likely to be (since at least one farm in the same commune is found in the administrative files). We are thus able to identify, among the “non-recipient respondents” which have a SIRET: • Category (d): those which have no correspondence in the administrative file on the basis of the commune and are therefore not recipients; 5



Table 5: Non-recipient respondents: sources of failure in the pairing procedure Recipients since 2006 (a) 0 Without SIRET, paired (b) 47 Without SIRET, unpaired, (c) 72 With SIRET, no correspondence based on commune (d) 240 With SIRET, with PACAGE, correspondence based on commune (e) 235 With SIRET, without PACAGE, correspondence based on commune (f) 173 Total number of non-recipient respondents 767 Note: (a) (resp. b, c, d, e, f) refers to category (a) (resp. b, c, d, e, f) in the text.



• Category (e): those which have a correspondence in the administrative file, on the basis of the commune and which also have a PACAGE, indicating that they are not recipients (or else they would have been paired on the basis of the PACAGE); • Category (f): those which have a correspondence in the administrative file on the basis of the commune and which have no PACAGE, and for which there is a doubt as to the status of non-recipient assigned to them. Table 5 classifies those farms that are “non-recipient respondents” by category. The results indicate that only 9% of the “non-recipient respondents” belong to Category (c), that is, have no SIRET and have never been paired with the administrative files on the basis of another identifier. Moreover, it appears that 22.5% of the “non-recipient respondents” are in Category (f), that is, have no PACAGE and show a correspondence on the basis of the commune in the file of recipients without a SIRET. There is therefore a doubt as to the status of only 245 farmers, which is a rather small portion of the total number of recipients. Moreover, most of these discrepancies concern subsidies for extensive herding, that we do not study in the paper. In the empirical analysis these farms are considered as recipients.
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B



Overlap between the AES studied in the paper 0301 09 1811 3173 903 50% 08 770 1980 43% 62% 04 591 775 33% 24% 203 201 0201 11% 6% 0205 53 119 3% 4% 21 77 118 4% 4% PHAE 46 114 3% 4% 19 & 20 33 133 2% 4% AES total 09



08 3197



04 0201 0205 1532 446 1844



797 25% 217 7% 130 4% 94 3% 92 3% 106 3%



206 13% 125 8% 64 4% 11 1% 16 1%



9 2% 45 10% 10 2% 8 2%



21 720



PHAE 8479



9 0% 57 65 3% 9% 1 87 0% 12%



308 4%



Note: the row at the bottom of the table gives the total number taking up the AES. The percentage of total farms falling into a particular AES (column) that have overlap with another AES (row) is displayed in italics.
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C



Sample size and AES participation



AES Restriction imposed Treated 0301 Implanting cover crops 1,811 09 Reduction of fertilizer use 3,173 08 Reduction of pesticides use 3,197 04 Implanting grass buffer strips 1,532 0201 Adding one more crop to the rotation 446 0205 Having at least 4 crops in the rotation 1,844 21 Conversion to organic farming 720



CS(a) Non treated 1,617 58,951 2,824 58,951 2,849 58,951 1,356 58,951 382 58,951 1,635 58,951 536 58,951



Sample 60,568 61,775 61,800 60,307 59,333 60,586 59,487



Notes : (a) CS refers to the estimated number of treated on the common support, i.e. effectively used in the estimations. Details of its calculation can be found in appendix D.
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D



Matching procedure



Propensity score and common support In a first step, we estimate the propensity score P (X): the probability of benefiting from an AES conditional on control variables (P (X) = Pr(D = 1|X), where X = (T, I, S)). Rosenbaum and Rubin [9] show that matching on the propensity score is equivalent to matching on all the observed covariates, thereby dramatically reducing the dimensionality of the matching problem. We also use the propensity score to estimate the zone of common support, defined as the set of participants for whom the density of non-participants having the same propensity score is higher than some cut-off level [13]. The cut-off is determined so that some overall trimming level is attained.5 We estimate the propensity score by running separate probit regressions on samples containing non-participants (farmers without any AES) and farmers benefiting from the particular AES that we are studying. Lechner [8] shows that this simple procedure performs as well as estimating a multinomial probit.



Matching estimators With panel data, a typical DID-matching estimator calculates the mean difference between participants’ mean increments in agricultural practices between dates t′ (before the treatment) and t (after the treatment), and the mean increments of their matched counterparts: h



i



b Y 1 − Y 0 |D = 1 = E



with



h



h i 1 X  1 b Y 0 − Y 0′ |D = 1, X Yit − Yit0′ − E i it it n1 i∈I1 ∩SP i



b Y 0 − Y 0′ |D = 1, X = E i it it



X



Wij (Yjt0 − Yjt0′ )



(1)



(2)



j∈I0



where Y 0 denotes the potential input level (the potential outcome) in the untreated state (no AES), Y 1 denotes the potential input level (the potential outcome) in the treated state (with AES), I1 is the group of participants, SP denotes the common support, I0 denotes the group of non-participants and n1 is the number of participants in I1 . In what follows, we use two matching estimators. They differ in how the matched non-participants are chosen and in how the weights Wij are constructed [7]. The nearestneighbour matching (NNM) used in the analysis is a multivariate matching based on the distance between vectors Xj and Xi .6 Such estimator matches each participant i to its "closest" non-participants j. Both multivariate nearest neighbor matching estimator (matching on X covariates) and univariate NNM estimator (matching on propensity 5 practice, we first define the o set of positive densities: SbP = n In i : fb(P (Xi )|Di = 1) > 0 and fb(P (Xi )|Di = 0) > 0 . The common support group is then o n the following set: Sbq = i ∈ I1 ∩ SbP : fb(P (Xi )|Di = 1) > cq and fb(P (Xi )|Di = 0) > cq , where the cutoff as i h the solution toi the following problem:  h level cq is chosen P 1 b ≤ q, where I1 is the supcq 2J i∈I ∩Sb 1 f (P (Xi )|Di = 1) < cq + 1 fb(P (Xi )|Di = 0) < cq 1 P b group of participants and J is the number of participants in SP . In our applications, we choose q = 0.05. 6 Letting k X k= (X ′ SX)(1/2) be the vector norm with positive definite weight matrix S, we define k Xi − Xj k to be the distance between the vectors Xi and Xj . S is the diagonal matrix constructed by putting the inverses of the variances of the covariates on the diagonal [1].
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score) matches each participant to the four closest non-participants. We use Sekhon [11]’s implementation of NNM in R. We also use local linear matching (LLM) which is based on the propensity score Pi = P (Xi ) = Pr(Di = 1|Xi ). This estimator constructs a match for each participant i using a weighted average over all non-participants, where the weights depend on the distance between propensity scores. The weighting function for LLM is given by: Wij =



Gij



P



P



Gik (Pk − Pi )2 − [Gij (Pj − Pi )][ k∈I0 Gik (Pk − Pi )] P P P 2 2 j∈I0 Gij k∈I0 Gik (Pk − Pi ) − [ k∈I0 Gik (Pk − Pi )] k∈I0



(3)



j ), where G is a kernel function and h a bandwidth parameter [14].7 with Gij = G( Pi −P h Heckman, Ichimura, and Todd [6] advocate the use of this local linear regression version of the non-parametric kernel matching estimator because it has better performances at boundary points and adapts better to different data densities [5]. We programmed this estimator in R. We set the bandwidth to .05. We experimented with a lower bandwidth of .02 without altering the results.



Bias-corrected matching estimator Abadie and Imbens [3] show that matching estimators are biased in finite samples when there is more than one continuous covariate because of inexact matching. We thus use the bias-corrected matching estimator proposed by Abadie and Imbens [2], which uses linear regression within the matches to adjust for the remaining differences in their continuous covariates.8 Such bias-adjustment thus affects the value of the estimator (but not its variance).



Estimator of the variances of matching estimators Until recently, the properties of the NNM estimator have not been established because standard asymptotical analysis does not apply to matching estimators using a finite number of matches. Moreover, Abadie and Imbens [4] have shown that the bootstrap method fails for NNM but is valid for LLM. Abadie and Imbens [3] propose an asymptoticallyconsistent estimator of the variance of the NNM estimator for the population average treatment effect on the treated: Vb =



N h i 1 X 1 2 b 0 − τb)2 + (1 − D )(K 2 (i) − K ′ (i))σ b D (Y − Y (X ) i i i i i M M Di N12 i=1



(4)



b [(Y 1 − Y 0 |D = 1, X, P ]), K (j) is the number of times where τb is the estimated AT T (E M 2 (X ) is an estimator of the conditional outcome variance. As j is used as a match and σbD i i an estimator of the variance of the LLM estimator we implement a bootstrap procedure.
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In practice, LLM estimation of Wij (Yjt0 − Yjt0 ′ ) simply amounts to estimating a in the following 2 P weighted least squares problem: mina,b j∈I0 (Yjt0 − Yjt0 ′ ) − a − b(Pi − Pj ) Gij . 8 The detail procedure is given by Abadie, Drukker, Herr, and Imbens [1]. One must estimate ′ b0 (x) with (βb0 , βb1 ) = the regression functions for the controls: E(Y 0 |X = x) = βb0 + βb1 x = µ P ′ 2 arg min i:Di =0 KM (i)(Yi − β0 − β1 Xi ) where KM (j) is the number of times j is used as a match. Then, given P the estimated regression functions, one can predict the missing potential outcomes as: 1 Ybi0 = #JM b0 (Xi ) − µ b0 (Xj )) where #JM (i) is the number of units in the group of M j∈JM (i) (Yj + µ (i) matches JM (i).
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E AES 0301 09 08 04 0201 0205 21 0301 09 08 04 0201 0205 21 0301 09 08 04 0201 0205 21 0301 09 08 04 0201 0205 21 0301 09 08 04 0201 0205 21 0301 09 08 04



Sample sizes for placebo tests Treated CS(a) Non treated Panel B: used for placebo tests on the post-sep03 treated Implanting cover crops 741 655 58,586 Reduction of fertilizer use 467 405 58,586 Reduction of pesticides use 579 506 58,586 Implanting grass buffer strips 382 334 58,586 Adding one more crop to the rotation 135 101 58,586 Having at least 4 crops in the rotation 740 632 58,586 Conversion to organic farming 182 101 58,586 Panel C: used for placebo tests on the post-mar04 treated Implanting cover crops 727 641 58,586 Reduction of fertilizer use 448 387 58,586 Reduction of pesticides use 552 484 58,586 Implanting grass buffer strips 365 322 58,586 Adding one more crop to the rotation 132 95 58,586 Having at least 4 crops in the rotation 740 632 58,586 Conversion to organic farming 173 98 58,586 Panel D: used for placebo tests on the post-sep04 treated Implanting cover crops 543 472 58,586 Reduction of fertilizer use 331 277 58,586 Reduction of pesticides use 418 366 58,586 Implanting grass buffer strips 239 203 58,586 Adding one more crop to the rotation 88 53 58,586 Having at least 4 crops in the rotation 736 627 58,586 Conversion to organic farming 106 54 58,586 Panel E: used for placebo tests on the post-mar05 treated Implanting cover crops 387 329 58,586 Reduction of fertilizer use 251 212 58,586 Reduction of pesticides use 338 291 58,586 Implanting grass buffer strips 170 140 58,586 Adding one more crop to the rotation 68 30 58,586 Having at least 4 crops in the rotation 164 120 58,586 Conversion to organic farming 71 29 58,586 Panel F: used for placebo tests on the post-sep05 treated Implanting cover crops 163 130 58,586 Reduction of fertilizer use 103 64 58,586 Reduction of pesticides use 118 80 58,586 Implanting grass buffer strips 57 16 58,586 Adding one more crop to the rotation 21 0 58,586 Having at least 4 crops in the rotation 36 0 58,586 Conversion to organic farming 32 0 58,586 Panel G: used for triple-difference matching estimates (sep03-mar05) Implanting cover crops 386 332 58,586 Reduction of fertilizer use 247 206 58,586 Reduction of pesticides use 270 223 58,586 Implanting grass buffer strips 239 199 58,586



Sample 59,241 58,991 59,092 58,920 58,687 59,218 58,687 59,227 58,973 59,070 58,908 58,681 59,218 58,684 59,058, 58,863 58,952 58,789 58,639 59,213 58,640 58,915 58,798 58,877 58,726 58,616 58,706 58,615 58,716 58,650 58,666 58,602 58,586 58,586 58,586 58,918 58,792 58,809 58,785



Notes: (a) CS refers to the calculated number of treated observations lying on the common support. Details on its calculation are given in appendic D.
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AES 0201 0205 21



Adding one more crop to the rotation Having at least 4 crops in the rotation Conversion to organic farming



Treated 79 775 130



CS(a) 48 661 63



Non treated 58,586 58,586 58,586



Sample 58,634 59,247 58,649



Notes: (a) CS refers to the calculated number of treated observations lying on the common support. Details on its calculation are given in appendic D.
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F



List of control variables



Codes age_1 age2_1 sex_1 exp_expl exp_expl2 exp_agri exp_agri2 a1act_expl__1 a1act_expl__2 a1act_expl__3 a1act_expl__4 a1act_expl__5 a1form_agri_0 a1form_agri_1 a1form_agri_2 a1form_agri_3 a1form_agri_4 a1form_agri_5 a1form_gene_1 a1form_gene_2 a1form_gene_3 a1form_gene_4 bs1form_pro_0 bs1form_pro_1 bs1form_pro_2 bs1form_pro_3 bs1form_pro_4 bs2pluri_1 bs1pluri_2 bs1pluri_3 bs1pluri_4 bs1pluri_5 conjoint1 age_cj1 age2_cj1 sex_cj1 A1form_gene_1 A1form_gene_2



Definition of the variables Main farming partner Age of the main partner in years Age of the main partner squared Sex of the main partner (1 if woman, 0 if man) Experience on the farm Experience on the farm squared Experience as farm manager Experience as farm manager squared Activity on the farm: 1/4 time 1/4 to 1/2 time 1/2 to 3/4 time 3/4 to full time Full time (excluded) Basic agricultural training: None (excluded) Primary Secondary - short Secondary - long Higher short Higher General education: None or primary (excluded) Secondary - short Secondary - long Higher Occupational training: None (excluded) Preparatory Internship - short Internship - long Diploma Multi-activity: Farmer only (excluded) Other agricultural activities Retired farmer Other unemployed (retired, etc.) Other non-farming activities Farmer’s spouse Having a spouse that is not a farming partner Spouse’s age Spouse’s age squared Spouse’s sex Spouse’s general training None or primary (excluded) Secondary - short 13



Codes A1form_gene_3 A1form_gene_4 A1form_agri_0 A1form_agri_1 A1form_agri_2 A1form_agri_3 A1form_agri_4 A1form_agri_5 CJ1prof_con_1 CJ1prof_con_2 CJ1prof_con_3 CJ1prof_con_4 enfant_1 enfant_12 Nnbre_coexpl_1 Nnbre_coexpl_2 Nnbre_coexpl_3 Nnbre_coexpl_4 coexpl_2 age_2 age2_2 sex_2 a2act_expl__1 a2act_expl__2 a2act_expl__3 a2act_expl__4 a2act_expl__5 a2form_agri_0 a2form_agri_1 a2form_agri_2 a2form_agri_3 a2form_agri_4 a2form_agri_5 a2form_gene_1 a2form_gene_2 a2form_gene_3 a2form_gene_4 bs2form_pro_0 bs2form_pro_1 bs2form_pro_2



Definition of the variables Secondary - long Higher Spouse’s basic agricultural training None (excluded) Primary Secondary - short Secondary - long Higher short Higher Spouse’s main occupation Farmer Employed outside of agriculture (excluded) Retired farmer Other unemployed Number of children under the age of 15 Number of children under the age of 15 squared Number of farming partners One farming partner (excluded) Two farming partners Three farming partners Four or more farming partners Other farming partners Spouse is a farming partner Partner spouse’s age Partner spouse’s age squared Partner spouse’s sex Partner spouse’s activity on the farm: 1 time 4 1/4 to 1/2 time 1/2 to 3/4 time 3/4 to full time Full time (excluded) Partner spouse’s basic agricultural training: None (excluded) Primary Secondary - short Secondary - long Higher short Higher Partner spouse’s general training None or primary (excluded) Secondary - short Secondary - long Higher Partner spouse’s professional training None (excluded) Preparatory Internship - short 14



Codes bs2form_pro_3 bs2form_pro_4 bs2pluri_1 bs2pluri_2 bs2pluri_3 bs2pluri_4 bs2pluri_5 ichn pmsee olae dja pama phyto reflaic refval nbbovm nbpco comptdet inform lnsau lnsau2 lnsau3 sau_prop p_nitrate epand_p mais_p orge_p ble_p colza_p tourn_p soja_p mais_fourr_p prair_art_p prair_sem_p maraich_p_0 maraich_p_1 maraich_p_2 maraich_p_3 maraich_p_4 verger_p_0 verger_p_1 verger_p_2



Definition of the variables Internship - long Diploma Partner spouse’s multi-activity: Farmer only (excluded) Other agricultural activities Retired farmer Other unemployed (retired, etc.) Other non-farming activities Past policies received ICHN (indemnity for moutainous areas) PMSEE (payment for extensive herding) OLAE (previous AES (1993-1999)) DJA (bonus for the installation of a young farmer) Loan for modernization Programme to reduce chemical pesticides and fertilizers Milk quota Bonus for suckling cows Bonus for male bovines Bonus for sheep Management Detailed accounting Computerization Surface areas Usable agricultural area (UAA) UAA squared UAA tripled Share of the UAA owned Cover crops (% of UAA) Spreading of animal effluents (% of UAA) Area under grain maize (% of UAA) Area under barley and winter barley (% of UAA) Area under wheat [LL4](% of UAA) Area under rapeseed (% of UAA) Area under sunflower (% of UAA) Area under soybean (% of UAA) Fodder maize and silage (% de UAA) Artificial pastures (% of UAA) Sown pastures (% of UAA) Market garden crops (% of UAA) Positive proportion of market garden crops Proportion of market garden crops between 0 and 0.25 (excluded) Proportion of market garden crops between 0.25 and 0.5 Proportion of market garden crops between 0.5 and 0.75 Proportion of market garden crops superior to 0.75 Orchards (% of UAA) Positive proportion of orchards Proportion of orchards between 0 and 0.25 Proportion of orchards between 0.25 and 0.5 15



Codes verger_p_3 verger_p_4 vigne_p_0 vigne_p_1 vigne_p_2 vigne_p_3 vigne_p_4 sth_p_0 sth_p_1 sth_p_2 sth_p_3 sth_p_4 charg_phae_0 charg_phae_1 charg_phae_2 charg_phae_3 charg_phae_4 charg_phae_5 charg_phae_6 charg_phae_6 eff_chept_1 eff_chept_2 eff_chept_17 eff_chept_21 eff_chept_22 eff_chept_26 eff_chept_32 cap_elev_1 cap_elev_2 cap_elev_3 cap_elev_5 cap_elev_9 batchair stocel stocont stocouv stofrai cstofum cstolis cstopur irri_p compteuro



Definition of the variables Proportion of orchards between 0.5 and 0.75 Proportion of orchards superior to 0.25 Vines (% of UAA) Positive proportion of vinelands Proportion of vinelands between 0 and 0.25 (excluded) Proportion of vinelands between 0.25 and 0.5 Proportion of vinelands between 0.5 and 0.75 Proportion of vinelands superior to 0.75 Grasslands (% of UAA) Positive proportion of grasslands Proportion of grasslands between 0 and 0.25 (excluded) Proportion of grasslands between 0.25 and 0.5 Proportion of grasslands between 0.5 and 0.75 Proportion of grasslands superior to 0.75 Load (in Units of Large Livestock (ULL)/ha)§ Positive load Load between zero and 1 Load between 1 and 1.2 Load between 1.2 and 1.4 Load between 1.4 and 1.6 Load between 1.6 and 1.8 Load between 1.8 and 2 Load superior to 2 (excluded) Livestock (number of head) Dairy cows Nurse cows and suckling cows Goats Nurse ewes Suckling ewes Brood sows Hens laying for consumption Buildings (capacity in number of head) Veal calves Bull calves Fattening lambs and/or kids Fattening pigs Broody hens Buildings for the production of table-type poultry (in m2 ) Cereals and protein-oil crops: storage capacity in ventilated cells Fruit and vegetables: storage capacity in protected atmosphere Covered storage of manure Fruit and vegetables: storage capacity in ordinary atmosphere Manure: airtight storage capacity Semi-liquid manure: airtight storage capacity Liquid manure: airtight storage capacity Irrigation Area under irrigation (% of UAA) Water metre 16



Codes Ttypeqir_1 Ttypeqir_2 Ttypeqir_3 trac3 tracms55 trac80134 trac135169 trac170pl charg moisb mtcfh ramgb ramha rrbma epandl pulvaut utatprm utatsai utataaf aoc label ab confo qual_aut hebfer etragr eneren touart touaut trferm vendir tourest Ssuccession_1 Ssuccession_1 Ssuccession_2 Ssuccession_3 Ssuccession_4 Ssuccession_5 Ssuccession_6 Ssuccession_7 Ssuccession_8 Ssuccession_9



Definition of the variables Irrigation: fixed equipment Irrigation: mobile equipment Irrigation: mixed equipment Equipment/implements Tractors with 55 to 79 horse-power Tractors with under 55 HP Tractors with 80 to 134 HP Tractors with 135 to 169 HP Tractors with over 170 HP Telescopic automated loader Combine harvester Cultivator, motor mower, motor hoe Straw press for large bales Self-propelled chopper-blower Self-propelled maize harvester Liquid-manure spreader-injector Self-propelled sprayer Employees (in Annual Units of Labor (AUL)) Permanent AUL Seasonal AUL Other members of the family AUL Quality labels AOC (appellation d’origine contrôlé) Label AB (organic) Conformity[LL8] Other marks of quality Other activities Accommodation on the farm Customized farm work Sale of renewable energy Craftwork Other tourism Processing and sale Direct sales Catering Succession envisaged Not relevant (


Codes Fform_soc_1 Fform_soc_2 Fform_soc_3 Fform_soc_4 Fform_soc_5 Fform_soc_6 Fform_soc_7 Fform_soc_8 Ootex1896_13 Ootex1896_14 Ootex1896_28 Ootex1896_29 Ootex1896_37 Ootex1896_38 Ootex1896_39 Ootex1896_41 Ootex1896_42 Ootex1896_43 Ootex1896_44 Ootex1896_50 Ootex1896_60 Ootex1896_71 Ootex1896_72 Ootex1896_81 Ootex1896_82 Ccdex696_1 Ccdex696_2 Ccdex696_3 Ccdex696_4 Ccdex696_5 Ccdex696_6



soil1 soil2 soil3 soil4 soil5 soil6 enz05 enz06 enz07 enz08 enz09 enz11



Definition of the variables Individual farmer (excluded) GAEC (farmers’ economic interest grouping) EARL De facto grouping SCEA SA, SARL (limited liability company) Other legal entity Other natural entity OTEX cereals and protein-oil crops (excluded) general crops market garden flowers and various horticulture quality vines other vines fruit and other permanent crops dairy cattle beef cattle dairy-beef cattle other herbivorous granivorous mixed cropping mixed livestock farming: mainly herbivorous mixed livestock farming: mainly granivorous large crop fields and herbivorous other combinations CDEX (European economic dimension) under 4 Units of Economic Dimension (UDE) (excluded) 4 to 8 UDE 8 to 16 UDE 16 to 40 UDE 40 to 100 UDE 100 UDE and over Topology of the commune Organic carbon in the soil Topsoil organic carbon class 1: 0.1-1.23 Topsoil organic carbon class 1: 1.23-2.46 (excluded) Topsoil organic carbon class 3: 2.46-3.94 Topsoil organic carbon class 4: 3.94-5.66 Topsoil organic carbon class 5: 5.66-8.86 Topsoil organic carbon class 6: 8.86-63.0 Climate Environmental Zone class 5: Alpine South Environmental Zone class 6: Continental Environmental Zone class 7: Atlantic Central (excluded) Environmental Zone class 8: Pannonian Environmental Zone class 9: Lusitanian Environmental Zone class 11: Mediterranean Mountains 18



Codes enz12 enz13 altitud pente



Definition of the variables Environmental Zone class 12: Mediterranean North Environmental Zone class 13: Mediterranean South Altitude Slope
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G



Estimates of the participation equations



As the validity of our estimates depends on our correct specification of the participation model, we test our parametric specifications of against a nonparametric alternative using the specification test proposed by Shaikh, Simonsen, Vytlacil, and Yildiz [12]. Results do not reject the null that the model is correctly specified. mae0201 age_1 0.0077 age2_1 -0.0003 sex_1 -0.1852 exp_expl 0.0001 exp_expl2 -0.0002 exp_agri 0.0119 exp_agri2 -0.0001 a1act_expl 1 -0.6118 a1act_expl 2 -0.1356 a1act_expl 3 -0.0392 a1act_expl 4 -0.0548 a1form_agr 1 0.0213 a1form_agr 2 0.1410 a1form_agr 3 0.1938 a1form_agr 4 0.3870 a1form_agr 5 0.2265 a1form_gen 2 0.1941 a1form_gen 3 0.2819 a1form_gen 4 0.2500 bs1form_pr 1 0.1939 bs1form_pr 2 0.0959 bs1form_pr 3 0.0596 bs1form_pr 4 0.2485 bs1pluri_2 0.0288 bs1pluri_4 0.2352 bs1pluri_5 -0.0169 conjoint1 -16.3558 age_cj1 0.0319 age2_cj1 -0.0003 sex_cj1 -0.1588 A1form_gen 2 0.1131 A1form_gen 3 0.2192 A1form_gen 4 0.2902 A1form_agr 1 0.3921 A1form_agr 2 0.0332 A1form_agr 3 0.0190 A1form_agr 4 0.0404 A1form_agr 5 0.3068 CJ1prof_co 1 0.0902 CJ1prof_co 3 0.4432 CJ1prof_co 4 -0.0848 enfant_1 0.0374 enfant_12 -0.0101 Nnbre_coex 2 0.0307



***



** *** *** *** *** ** **



***



* ** ***



*



mae0205 age_1 0.0165 age2_1 -0.0005 sex_1 -0.1624 exp_expl 0.0124 exp_expl2 -0.0004 exp_agri -0.0268 exp_agri2 0.0008 a1act_expl 1 -0.0541 a1act_expl 2 0.0377 a1act_expl 3 0.0769 a1act_expl 4 0.0109 a1form_agr 1 0.0268 a1form_agr 2 0.0969 a1form_agr 3 0.1458 a1form_agr 4 0.2636 a1form_agr 5 0.1748 a1form_gen 2 0.0575 a1form_gen 3 0.0678 a1form_gen 4 0.2315 bs1form_pr 1 -0.0471 bs1form_pr 2 0.0076 bs1form_pr 3 0.0468 bs1form_pr 4 0.0494 bs1pluri_2 -0.0703 bs1pluri_3 -0.1516 bs1pluri_4 0.3557 bs1pluri_5 -0.0239 conjoint1 10.4163 age_cj1 0.0548 age2_cj1 -0.0005 sex_cj1 0.1159 A1form_gen 2 0.1829 A1form_gen 3 0.2478 A1form_gen 4 0.1360 A1form_agr 1 -0.0902 A1form_agr 2 -0.0387 A1form_agr 3 0.1308 A1form_agr 4 0.1490 A1form_agr 5 0.2429 CJ1prof_co 1 -0.0048 CJ1prof_co 3 0.3162 CJ1prof_co 4 0.1835 enfant_1 -0.0256 enfant_12 0.0034
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* ** ***



* ** ***



**



**



*** ** *** *** *



** ***



mae0301 age_1 0.0218 age2_1 -0.0006 sex_1 -0.2669 exp_expl 0.0175 exp_expl2 -0.0005 exp_agri -0.0116 exp_agri2 0.0004 a1act_expl 1 -0.0413 a1act_expl 2 -0.1238 a1act_expl 3 -0.0814 a1act_expl 4 -0.1143 a1form_agr 1 0.1331 a1form_agr 2 0.1714 a1form_agr 3 0.2304 a1form_agr 4 0.3848 a1form_agr 5 0.3194 a1form_gen 2 -0.0208 a1form_gen 3 -0.0019 a1form_gen 4 0.0490 bs1form_pr 1 0.0740 bs1form_pr 2 0.1332 bs1form_pr 3 -0.0550 bs1form_pr 4 0.1353 bs1pluri_2 0.0589 bs1pluri_3 0.0294 bs1pluri_4 -0.0025 bs1pluri_5 -0.0650 conjoint1 -11.9485 age_cj1 0.0421 age2_cj1 -0.0004 sex_cj1 -0.1161 A1form_gen 2 0.1149 A1form_gen 3 0.1802 A1form_gen 4 0.2242 A1form_agr 1 0.1586 A1form_agr 2 0.0502 A1form_agr 3 0.2142 A1form_agr 4 0.1408 A1form_agr 5 -0.0151 CJ1prof_co 1 -0.0419 CJ1prof_co 3 0.0787 CJ1prof_co 4 -0.1092 enfant_1 -0.0036 enfant_12 0.0146



** ** **



** *** *** *** ***



*** **



** * * *** *** * *



*



Nnbre_coex 3 Nnbre_coex 4 coexpl_2 age_2 age2_2 sex_2 a2act_expl 1 a2act_expl 2 a2act_expl 3 a2act_expl 4 a2form_agr 1 a2form_agr 2 a2form_agr 3 a2form_agr 4 a2form_gen 2 a2form_gen 3 a2form_gen 4 bs2form_pr 1 bs2form_pr 2 bs2form_pr 3 bs2form_pr 4 bs2pluri_2 bs2pluri_4 bs2pluri_5 ichn2000 pmsee2000 olae dja pama phyto reflaic refval nbbovm nbpco comptdet inform lnsau lnsau2 lnsau3 sau_prop p_nitrate epand_p mais_p orge_p ble_p colza_p tourn_p soja_p mais_fourr_p prair_art_p prair_sem_p maraich_p_0 maraich_p_2



0.0877 -0.7016 -20.7485 0.2588 -0.0027 -0.1443 -0.3586 -0.1752 -0.3803 -0.0731 -0.4562 0.4303 0.2034 0.8834 -0.0315 0.1362 0.0826 -0.0586 -0.1080 0.3039 0.1108 0.2390 -0.2563 0.3656 -0.0406 0.4756 0.4419 -0.1265 0.1228 0.1359 0.0000 0.0050 0.0001 0.0007 0.3398 0.2201 -1.9155 0.4396 -0.0224 0.0104 0.7685 0.1487 -1.4809 -0.6610 -0.2698 0.8095 0.2251 0.1890 -1.8454 -0.4012 -0.5569 -0.1509 -0.2911



* *** ***



*



*** ***



*** * * * ** *



** *** *** *** *** **



** ***



*** *



Nnbre_coex 2 Nnbre_coex 3 Nnbre_coex 4 coexpl_2 age_2 age2_2 sex_2 a2act_expl 1 a2act_expl 2 a2act_expl 3 a2act_expl 4 a2form_agr 1 a2form_agr 2 a2form_agr 3 a2form_agr 4 a2form_agr 5 a2form_gen 2 a2form_gen 3 a2form_gen 4 bs2form_pr 1 bs2form_pr 2 bs2form_pr 3 bs2form_pr 4 bs2pluri_2 bs2pluri_3 bs2pluri_4 bs2pluri_5 ichn2000 pmsee2000 olae dja pama phyto reflaic refval nbbovm nbpco comptdet inform lnsau lnsau2 lnsau3 sau_prop p_nitrate epand_p mais_p orge_p ble_p colza_p tourn_p soja_p mais_fourr_p prair_art_p



-0.2035 -0.2491 -0.3559 8.9445 0.0445 -0.0003 0.0822 0.0567 -0.2840 -0.0702 -0.0429 -0.5985 -0.1552 -0.0259 0.0473 0.6081 -0.1704 -0.3168 -0.2481 -0.3312 0.0288 0.5518 0.0292 0.2357 -0.3781 0.1636 -0.0163 0.2791 0.4211 0.1994 0.1141 0.0266 0.2381 0.0000 0.0019 0.0047 0.0006 -0.1394 0.2187 -1.7763 0.3314 -0.0144 0.0705 -0.2273 -0.2472 0.9522 1.6799 0.3484 2.2493 1.3048 2.6333 -1.4685 0.0089
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**



* **



***



*** *** *** ** *** * ***



*** *** *** **



** *** ** *** *** *** ***



Nnbre_coex 2 Nnbre_coex 3 Nnbre_coex 4 coexpl_2 age_2 age2_2 sex_2 a2act_expl 1 a2act_expl 2 a2act_expl 3 a2act_expl 4 a2form_agr 1 a2form_agr 2 a2form_agr 3 a2form_agr 4 a2form_agr 5 a2form_gen 2 a2form_gen 3 a2form_gen 4 bs2form_pr 1 bs2form_pr 2 bs2form_pr 3 bs2form_pr 4 bs2pluri_2 bs2pluri_4 bs2pluri_5 ichn2000 pmsee2000 olae dja pama phyto reflaic refval nbbovm nbpco comptdet inform lnsau lnsau2 lnsau3 sau_prop p_nitrate epand_p mais_p orge_p ble_p colza_p tourn_p soja_p mais_fourr_p prair_art_p prair_sem_p



-0.1414 -0.1208 -0.1816 -26.3136 0.1060 -0.0011 -0.2421 -0.2315 0.1531 -0.3591 -0.1851 -0.0726 0.1142 0.0716 0.3456 0.7889 0.0563 -0.0689 0.1921 -0.1159 -0.1281 -0.1603 0.0996 0.2572 0.0830 0.3240 0.1136 0.4647 0.4572 0.0095 0.0978 0.1942 0.0000 0.0052 -0.0012 -0.0012 0.0998 0.2090 -0.9402 0.2137 -0.0109 0.0736 1.6307 0.1165 -1.0973 0.0119 -0.0915 0.2207 -1.0466 -0.1489 0.8131 -0.8244 -0.1270



*



**



* **



* ** *** *** ** *** *** **



*** *** *** *** ***



*** *** **



verger_p_0 verger_p_2 vigne_p_0 vigne_p_2 vigne_p_3 vigne_p_4 sth_p_0 sth_p_2 sth_p_3 sth_p_4 charg_phae_0 charg_phae_1 charg_phae_2 charg_phae_3 charg_phae_4 charg_phae_5 charg_phae_6 eff_chept_1 eff_chept_2 eff_chept_17 eff_chept_21 eff_chept_22 eff_chept_26 eff_chept_32 cap_elev_1 cap_elev_2 cap_elev_3 cap_elev_5 batchair stocel stocont stocouv stofrai cstofum cstolis cstopur irri_p compteuro Ttypeqir_1 Ttypeqir_2 Ttypeqir_3 trac3 tracms55 trac80134 trac135169 trac170pl charg moisb mtcfh ramgb ramha rrbma epandl



0.1281 -0.3406 0.1726 -0.1942 -0.0943 -0.1589 0.0544 -0.1649 -0.3854 -0.8224 -0.0286 -0.1907 -0.0454 -0.0106 -0.1217 -0.3604 -0.0851 -0.0067 -0.0015 0.0003 0.0002 -0.0033 -0.0002 0.0000 0.0011 -0.0014 0.0001 -0.0007 0.0000 0.0000 0.0000 0.0799 -0.0001 0.0002 -0.0002 -0.0001 -0.2005 0.1087 -0.0960 0.1779 0.0220 0.0000 0.0000 -0.0001 -0.0001 -0.0002 0.0002 0.0000 0.0000 -0.0001 0.0002 0.0003 0.0002



* ** *** **



** *



*



***



*** *



* * **



***



prair_sem_p maraich_p_0 verger_p_0 vigne_p_0 vigne_p_2 sth_p_0 sth_p_2 sth_p_3 sth_p_4 charg_phae_0 charg_phae_1 charg_phae_2 charg_phae_3 charg_phae_4 charg_phae_5 charg_phae_6 eff_chept_1 eff_chept_2 eff_chept_17 eff_chept_21 eff_chept_26 eff_chept_32 cap_elev_1 cap_elev_2 cap_elev_3 cap_elev_5 cap_elev_9 batchair stocel stocont stocouv stofrai cstofum cstolis cstopur irri_p compteuro Ttypeqir_1 Ttypeqir_2 Ttypeqir_3 trac3 tracms55 trac80134 trac135169 trac170pl charg moisb mtcfh ramgb ramha rrbma epandl pulvaut



-1.8117 -0.3799 -0.0958 0.0442 -0.0523 -0.1828 -0.1229 -0.2847 -1.0096 0.0007 0.0917 0.1503 0.3253 0.1465 0.1106 0.1079 -0.0032 0.0012 0.0006 -0.0003 0.0007 0.0000 -0.0078 -0.0006 -0.0002 -0.0002 0.0000 -0.0002 0.0000 -0.0009 -0.0033 -0.0029 0.0000 -0.0001 -0.0003 -0.2478 0.0281 -0.3254 -0.0843 -0.3412 0.0000 0.0000 0.0000 -0.0001 -0.0001 0.0002 0.0000 0.0000 0.0000 -0.0002 0.0000 -0.0004 0.0000
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*** **



*** * ** ***



* *** *



***



* * **



** **



* ***



*



maraich_p_0 maraich_p_2 maraich_p_4 verger_p_0 verger_p_2 verger_p_4 vigne_p_0 vigne_p_2 vigne_p_3 vigne_p_4 sth_p_0 sth_p_2 sth_p_3 sth_p_4 charg_phae_0 charg_phae_1 charg_phae_2 charg_phae_3 charg_phae_4 charg_phae_5 charg_phae_6 eff_chept_1 eff_chept_2 eff_chept_17 eff_chept_21 eff_chept_22 eff_chept_26 eff_chept_32 cap_elev_1 cap_elev_2 cap_elev_3 cap_elev_5 batchair stocel stocont stocouv stofrai cstofum cstolis cstopur irri_p compteuro Ttypeqir_1 Ttypeqir_2 Ttypeqir_3 trac3 tracms55 trac80134 trac135169 trac170pl charg moisb mtcfh



-0.1795 -0.4405 -0.9197 -0.3865 0.1452 -0.7791 -0.0902 -0.4350 -0.5967 -1.2516 0.0620 0.1029 0.0963 -0.4465 -0.0846 -0.0621 -0.1202 0.1163 0.0652 -0.0140 -0.0042 -0.0027 -0.0038 -0.0002 0.0013 0.0014 -0.0015 0.0000 0.0001 0.0000 0.0000 -0.0001 0.0000 0.0000 0.0000 0.1322 -0.0001 -0.0001 0.0000 -0.0001 0.1886 0.0173 -0.0998 0.1306 0.2780 0.0000 0.0000 -0.0001 0.0000 -0.0001 0.0001 -0.0001 0.0001



** *** *



* *** * ***



*



*



***



*



* ***



*** ** ** **



pulvaut utatprm utatsai utataaf aoc label ab confo qual_aut hebfer etragr eneren touaut trferm vendir tourest Ssuccessio 1 Ssuccessio 2 Ssuccessio 3 Ssuccessio 4 Ssuccessio 5 Ssuccessio 6 Ssuccessio 7 Ssuccessio 8 Ssuccessio 9 Fform_soc_2 Fform_soc_3 Fform_soc_5 Fform_soc_6 Fform_soc_7 Ootex1896_14 Ootex1896_28 Ootex1896_29 Ootex1896_37 Ootex1896_38 Ootex1896_39 Ootex1896_41 Ootex1896_42 Ootex1896_43 Ootex1896_44 Ootex1896_50 Ootex1896_60 Ootex1896_71 Ootex1896_72 Ootex1896_81 Ootex1896_82 Ccdex696_3 Ccdex696_4 Ccdex696_5 Ccdex696_6 soil1 soil3 soil4



0.0000 -0.0001 0.0000 -0.0001 0.0358 -0.0357 0.7029 0.0068 0.0963 -0.0229 -0.0685 -0.5155 -0.0156 -0.0607 0.0055 0.4100 0.1970 0.2346 0.1130 0.2395 -0.0348 1.2437 0.7873 -0.0377 0.0255 -0.2034 -0.0103 -0.2830 -0.4631 0.2494 -0.0792 1.3935 0.2519 -0.1901 0.0708 -0.2021 0.2121 0.2567 0.0857 -0.6820 0.3100 -0.1289 0.4705 0.0181 0.1666 0.1842 25.4752 25.0700 24.8120 24.8216 0.0762 0.1439 -0.1226



*



***



*** *



**



***



**



**



*** *** ***



utatprm utatsai utataaf aoc label ab confo qual_aut hebfer etragr eneren touart touaut trferm vendir tourest Ssuccessio 1 Ssuccessio 2 Ssuccessio 3 Ssuccessio 4 Ssuccessio 5 Ssuccessio 6 Ssuccessio 7 Ssuccessio 8 Ssuccessio 9 Fform_soc_2 Fform_soc_3 Fform_soc_4 Fform_soc_5 Fform_soc_6 Fform_soc_8 Ootex1896_14 Ootex1896_29 Ootex1896_37 Ootex1896_38 Ootex1896_39 Ootex1896_41 Ootex1896_42 Ootex1896_43 Ootex1896_44 Ootex1896_50 Ootex1896_60 Ootex1896_71 Ootex1896_72 Ootex1896_81 Ootex1896_82 Ccdex696_3 Ccdex696_4 Ccdex696_5 Ccdex696_6 soil1 soil3 soil4



-0.0001 0.0000 0.0000 0.0415 -0.1005 0.0165 0.0434 0.2391 0.1738 0.0352 0.0341 0.4909 0.0013 -0.0877 -0.0149 0.3493 0.0375 0.0474 0.2703 0.1204 -0.6922 -0.0912 0.2409 0.0198 -0.0428 0.3202 0.1528 0.4722 -0.0896 0.0134 -0.0762 -0.1596 -0.6868 0.0194 -0.1051 -1.2263 -0.0251 -0.0990 -0.1372 0.2353 0.0490 0.0916 -0.3090 0.3082 0.0309 0.0285 4.4814 4.5285 4.6646 4.5398 -0.1852 -0.0283 0.3041
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***



***



*** *



*** *** **



**



***



*** *** *** *** ***



ramgb ramha rrbma epandl pulvaut utatprm utatsai utataaf aoc label ab confo qual_aut hebfer etragr eneren touart touaut trferm vendir tourest Ssuccessio 1 Ssuccessio 2 Ssuccessio 3 Ssuccessio 4 Ssuccessio 5 Ssuccessio 6 Ssuccessio 7 Ssuccessio 8 Ssuccessio 9 Fform_soc_2 Fform_soc_3 Fform_soc_4 Fform_soc_5 Fform_soc_6 Fform_soc_7 Ootex1896_14 Ootex1896_28 Ootex1896_29 Ootex1896_37 Ootex1896_38 Ootex1896_39 Ootex1896_41 Ootex1896_42 Ootex1896_43 Ootex1896_44 Ootex1896_50 Ootex1896_60 Ootex1896_71 Ootex1896_72 Ootex1896_81 Ootex1896_82 Ccdex696_2



0.0000 0.0000 0.0003 -0.0001 0.0000 0.0000 0.0000 0.0000 0.1360 0.2152 0.5240 0.0943 0.1151 0.4679 0.0498 -0.1987 0.2288 0.0199 -0.1167 0.0810 0.1820 0.2122 0.1897 0.2963 0.2697 0.2018 0.2060 0.6427 -0.2615 0.0548 -0.0389 0.1167 -0.5761 -0.0972 0.0251 0.0883 0.1245 0.4352 -0.6816 -0.5375 -0.2432 -0.3609 -0.1498 -0.3571 -0.2681 -0.0704 -0.2603 -0.1600 -0.1619 -0.2830 -0.0825 -0.0486 -0.3552



**



**



*** *** *** ***



*** ***



** *



*** **



** *** ** ** *** **



* *



soil5 soil6 enz05 enz06 enz09 enz11 enz12 enz13 altitud pente _cons



0.3061 0.3426 -0.1444 -0.0621 -0.3565 0.2008 0.3114 -0.4876 -0.0005 0.0088 331.4801



*** *** *



soil5 soil6 enz06 enz09 enz11 enz12 enz13 altitud pente _cons



0.5096 -0.6630 -0.2231 0.3594 -2.3264 0.1199 -0.2642 0.0024 -0.0523 10.9455



*** ***



*** ***
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Ccdex696_3 Ccdex696_4 Ccdex696_5 Ccdex696_6 soil1 soil3 soil4 soil5 soil6 enz05 enz06 enz08 enz09 enz11 enz12 enz13 altitud pente _cons



-0.2954 -0.1353 -0.0437 -0.0364 -0.0253 -0.1152 -0.0229 -1.0089 -0.0195 -0.0436 -0.0253 -0.1212 -0.2749 -0.4490 0.1705 -0.9904 -0.0003 0.0284 98.1502



* **



*** *** ** *** *** *



mae21 age_1 0.0683 age2_1 -0.0009 sex_1 -0.4505 exp_expl -0.0397 exp_expl2 0.0014 exp_agri -0.0074 exp_agri2 -0.0002 a1act_expl 1 -0.3109 a1act_expl 2 -0.1566 a1act_expl 3 0.0116 a1act_expl 4 0.0987 a1form_agr 1 0.0888 a1form_agr 2 0.2827 a1form_agr 3 0.3883 a1form_agr 4 0.3644 a1form_agr 5 0.4351 a1form_gen 2 0.0617 a1form_gen 3 0.3070 a1form_gen 4 0.3416 bs1form_pr 1 0.0157 bs1form_pr 2 0.1120 bs1form_pr 3 0.2066 bs1form_pr 4 0.1888 bs1pluri_2 -0.0900 bs1pluri_4 0.3253 bs1pluri_5 -0.2508 conjoint1 -42.8037 age_cj1 0.0166 age2_cj1 -0.0001 sex_cj1 -0.4334 A1form_gen 2 0.3534 A1form_gen 3 0.5165 A1form_gen 4 0.5587 A1form_agr 1 -0.2411 A1form_agr 2 0.0727 A1form_agr 3 -0.0045 A1form_agr 4 0.1307 A1form_agr 5 -0.2500 CJ1prof_co 1 0.0365 CJ1prof_co 3 0.6546 CJ1prof_co 4 -0.0474 enfant_1 0.0903 enfant_12 -0.0116 Nnbre_coex 2 0.2306 Nnbre_coex 3 0.4533 Nnbre_coex 4 -0.3064 coexpl_2 -16.0775 age_2 0.2241 age2_2 -0.0023 sex_2 -0.1063 a2act_expl 1 -0.1898 a2act_expl 2 0.2189



** ** ** *** ***



*



*** *** *** ** *** ***



** * ** ** **



** *** *** ***



***



** *



mae04 age_1 0.0604 age2_1 -0.0010 sex_1 -0.0603 exp_expl 0.0078 exp_expl2 -0.0003 exp_agri 0.0003 exp_agri2 0.0001 a1act_expl 1 -0.2576 a1act_expl 2 -0.1198 a1act_expl 3 -0.1088 a1act_expl 4 -0.0523 a1form_agr 1 0.0300 a1form_agr 2 0.0657 a1form_agr 3 0.1787 a1form_agr 4 0.3024 a1form_agr 5 0.1418 a1form_gen 2 0.0380 a1form_gen 3 0.0839 a1form_gen 4 0.1905 bs1form_pr 1 0.0786 bs1form_pr 2 0.1005 bs1form_pr 3 -0.0149 bs1form_pr 4 0.1764 bs1pluri_2 0.0105 bs1pluri_3 -0.1642 bs1pluri_4 -0.1180 bs1pluri_5 0.0412 conjoint1 12.4238 age_cj1 -0.0011 age2_cj1 0.0001 sex_cj1 0.1192 A1form_gen 2 0.0232 A1form_gen 3 0.0207 A1form_gen 4 0.0623 A1form_agr 1 0.1231 A1form_agr 2 -0.1045 A1form_agr 3 -0.0548 A1form_agr 4 -0.0929 A1form_agr 5 0.0251 CJ1prof_co 1 0.0126 CJ1prof_co 3 0.2124 CJ1prof_co 4 -0.0281 enfant_1 0.1067 enfant_12 -0.0196 Nnbre_coex 2 -0.1467 Nnbre_coex 3 -0.3615 Nnbre_coex 4 -0.4793 coexpl_2 -5.3494 age_2 0.0625 age2_2 -0.0006 sex_2 -0.0466 a2act_expl 1 -0.2673
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** ***



*



*** ***



** * **



**



** **



a2act_expl 3 a2act_expl 4 a2form_agr 1 a2form_agr 2 a2form_agr 3 a2form_agr 4 a2form_agr 5 a2form_gen 2 a2form_gen 3 a2form_gen 4 bs2form_pr 1 bs2form_pr 2 bs2form_pr 3 bs2form_pr 4 bs2pluri_2 bs2pluri_4 bs2pluri_5 ichn2000 pmsee2000 olae dja pama phyto reflaic refval nbbovm nbpco comptdet inform lnsau lnsau2 lnsau3 sau_prop p_nitrate epand_p mais_p orge_p ble_p colza_p tourn_p soja_p mais_fourr_p prair_art_p prair_sem_p maraich_p_0 maraich_p_2 maraich_p_3 maraich_p_4 verger_p_0 verger_p_2 verger_p_3 verger_p_4 vigne_p_0



-0.1117 -0.0292 0.0857 0.4843 0.2130 0.8973 0.9491 0.1453 0.2648 0.3078 0.2037 0.2210 0.1901 0.4484 -0.5246 -0.0036 0.0318 0.1001 0.6902 0.5382 -0.1836 0.2428 0.2394 0.0000 0.0078 0.0013 0.0004 0.0924 0.1491 -0.0588 0.0638 -0.0032 0.0297 -0.7769 0.2183 -0.6973 -0.2439 -0.8830 0.2940 0.3522 0.6516 -3.5689 0.3812 0.1269 -0.1594 0.4367 0.8214 0.2280 -0.1594 -0.0170 -0.0133 0.3377 -0.0519



** *** *



*** *** *** *** ***



***



* *



***



***



*



a2act_expl 2 a2act_expl 3 a2act_expl 4 a2form_agr 1 a2form_agr 2 a2form_agr 3 a2form_agr 4 a2form_agr 5 a2form_gen 2 a2form_gen 3 a2form_gen 4 bs2form_pr 1 bs2form_pr 2 bs2form_pr 3 bs2form_pr 4 bs2pluri_2 bs2pluri_4 bs2pluri_5 ichn2000 pmsee2000 olae dja pama phyto reflaic refval nbbovm nbpco comptdet inform lnsau lnsau2 lnsau3 sau_prop p_nitrate epand_p mais_p orge_p ble_p colza_p tourn_p soja_p mais_fourr_p prair_art_p prair_sem_p maraich_p_0 verger_p_0 verger_p_2 verger_p_4 vigne_p_0 vigne_p_2 vigne_p_3 vigne_p_4



-0.0294 0.0824 -0.0464 -0.0042 0.2469 0.2390 0.3464 0.5654 -0.0841 -0.0088 0.0912 -0.0650 -0.0333 0.0064 0.0924 0.2480 -0.2505 0.1353 0.1726 0.2305 0.3976 0.0542 0.0407 0.3039 0.0000 0.0066 0.0024 -0.0005 0.1268 0.2560 -0.3573 0.0958 -0.0036 0.0749 0.4713 0.0508 0.1795 0.0060 0.0136 0.4759 0.0713 1.1805 -0.8591 -1.7542 -0.6847 -0.1883 -0.1166 -0.4771 -0.2025 0.1248 0.1310 0.1050 -0.1127
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** * *



*** ** ***



*** *** ** **



***



**



** *** ** *** **



* **



vigne_p_2 vigne_p_3 vigne_p_4 sth_p_0 sth_p_2 sth_p_3 sth_p_4 charg_phae_0 charg_phae_1 charg_phae_2 charg_phae_3 charg_phae_4 charg_phae_5 charg_phae_6 eff_chept_1 eff_chept_2 eff_chept_17 eff_chept_21 eff_chept_22 eff_chept_26 eff_chept_32 cap_elev_1 cap_elev_2 cap_elev_3 cap_elev_5 cap_elev_9 batchair stocel stocont stocouv stofrai cstofum cstolis cstopur irri_p compteuro Ttypeqir_1 Ttypeqir_2 Ttypeqir_3 trac3 tracms55 trac80134 trac135169 trac170pl charg moisb mtcfh ramgb ramha rrbma epandl pulvaut utatprm



-0.0426 0.1675 0.1993 0.0780 -0.0122 -0.0211 -0.2147 -0.0930 -0.0867 0.0757 0.0775 0.0295 -0.1333 -0.3145 0.0022 -0.0060 0.0011 0.0005 -0.0012 -0.0011 0.0000 0.0015 -0.0015 -0.0001 -0.0011 -0.0001 0.0000 0.0000 0.0000 -0.1674 0.0001 -0.0001 -0.0002 -0.0001 0.1368 0.0232 -0.0579 -0.1042 0.1303 0.0000 0.0000 0.0000 -0.0001 0.0000 0.0000 0.0000 -0.0001 -0.0001 -0.0001 -0.0001 -0.0004 0.0001 -0.0001



*



**



** **



** **



***



sth_p_0 sth_p_2 sth_p_3 sth_p_4 charg_phae_0 charg_phae_1 charg_phae_2 charg_phae_3 charg_phae_4 charg_phae_5 charg_phae_6 eff_chept_1 eff_chept_2 eff_chept_17 eff_chept_21 eff_chept_22 eff_chept_26 eff_chept_32 cap_elev_1 cap_elev_2 cap_elev_3 cap_elev_5 cap_elev_9 batchair stocel stocont stocouv stofrai cstofum cstolis cstopur irri_p compteuro Ttypeqir_1 Ttypeqir_2 Ttypeqir_3 trac3 tracms55 trac80134 trac135169 trac170pl charg moisb mtcfh ramgb ramha rrbma epandl pulvaut utatprm utatsai utataaf aoc



-0.0440 -0.0147 -0.1209 -1.2992 -0.0331 0.0495 0.1852 0.0406 0.1187 -0.0423 0.1286 -0.0068 -0.0064 -0.0001 0.0009 0.0003 0.0000 0.0000 0.0000 -0.0016 -0.0002 -0.0002 -0.0001 0.0000 0.0000 0.0000 -0.0392 0.0000 0.0001 0.0000 -0.0002 0.1109 0.0035 -0.3437 0.0826 0.1185 0.0000 0.0000 -0.0001 0.0000 -0.0002 0.0001 -0.0001 0.0000 0.0000 -0.0002 0.0001 -0.0002 -0.0001 -0.0001 0.0000 0.0000 -0.0175
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***



*



** **



*



***



* *** *** * **



***



utatsai utataaf aoc label ab confo qual_aut hebfer etragr touart touaut trferm vendir tourest Ssuccessio 1 Ssuccessio 2 Ssuccessio 3 Ssuccessio 4 Ssuccessio 5 Ssuccessio 6 Ssuccessio 7 Ssuccessio 8 Ssuccessio 9 Fform_soc_2 Fform_soc_3 Fform_soc_4 Fform_soc_5 Fform_soc_6 Fform_soc_7 Ootex1896_14 Ootex1896_28 Ootex1896_29 Ootex1896_37 Ootex1896_38 Ootex1896_39 Ootex1896_41 Ootex1896_42 Ootex1896_43 Ootex1896_44 Ootex1896_50 Ootex1896_60 Ootex1896_71 Ootex1896_72 Ootex1896_81 Ootex1896_82 Ccdex696_2 Ccdex696_3 Ccdex696_4 Ccdex696_5 Ccdex696_6 soil1 soil3 soil4



0.0000 0.0000 -0.2032 -0.0755 1.4035 0.1228 -0.0314 -0.2245 0.1449 0.0186 0.4562 0.1007 0.0672 0.2479 -0.6629 -0.3831 0.1293 -0.0771 0.0869 0.3363 0.6011 -0.0162 0.0425 -0.2296 -0.0172 -0.1756 -0.1299 -0.0484 0.4734 0.1422 -0.2823 -0.2139 0.0893 -0.0704 0.2422 0.3200 0.3063 -0.2038 -0.1825 0.3394 0.0317 0.4420 -0.0006 0.0515 0.1328 -0.9778 -0.4476 -0.4425 -0.6909 -0.9046 -0.1386 0.0673 -0.0141



***



*



**



*



**



*



* *



*



*** ** ** *** ***



label ab confo qual_aut hebfer etragr eneren touart touaut trferm vendir tourest Ssuccessio 1 Ssuccessio 2 Ssuccessio 3 Ssuccessio 4 Ssuccessio 5 Ssuccessio 6 Ssuccessio 7 Ssuccessio 8 Ssuccessio 9 Fform_soc_2 Fform_soc_3 Fform_soc_4 Fform_soc_5 Fform_soc_6 Fform_soc_7 Ootex1896_14 Ootex1896_28 Ootex1896_29 Ootex1896_37 Ootex1896_38 Ootex1896_39 Ootex1896_41 Ootex1896_42 Ootex1896_43 Ootex1896_44 Ootex1896_50 Ootex1896_60 Ootex1896_71 Ootex1896_72 Ootex1896_81 Ootex1896_82 Ccdex696_3 Ccdex696_4 Ccdex696_5 Ccdex696_6 soil1 soil3 soil4 soil5 soil6 enz05



0.1204 -0.0794 0.0300 0.1659 0.3888 0.1260 -0.9602 0.1989 0.2699 0.0596 0.0940 -0.0102 0.1282 0.1245 0.3697 0.2532 -0.2649 0.1908 0.0478 -0.1424 -0.0383 -0.0113 0.0855 -0.1562 -0.2395 -0.1212 -0.0922 -0.0623 0.3437 0.2431 -0.3839 -0.4478 -0.0827 0.0003 -0.5251 0.0916 -0.3146 -0.0735 -0.1057 -0.2446 -0.4429 0.0667 -0.0904 4.2443 4.1880 4.3697 4.3088 -0.1196 -0.1861 -0.0235 -0.4004 -0.2065 -0.5580
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*



*** *** **



* *



*** **



* ***



** **



***



*



** **



**



soil5 soil6 enz05 enz06 enz08 enz09 enz11 enz12 enz13 altitud pente _cons



0.1394 0.4102 -0.3046 0.1772 -0.2953 0.0189 0.1523 0.2273 0.0766 -0.0003 0.0188 74.0681



**



enz06 enz08 enz09 enz11 enz12 enz13 altitud pente _cons



-0.0879 -0.5667 -0.2499 -0.7139 0.5148 -0.5374 -0.0001 0.0099 115.7942



*** *** *** *



**



29



H



Plots of the zone of common support



Density



This file presents graphical depictions of the zone of common support for the different AES, along with estimates of the density of the propensity scores of participants and non-participants that have been used to build the zone of common support. Densities are estimated using a quartic kernel with a bandwith chosen through Silverman’s rule of thumb.
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Figure 1: AES 0201
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Figure 2: AES 0201 w/o 0301
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Figure 3: AES 0201 w/o 04
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Figure 4: AES 0201 w/o 21
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Figure 5: AES 0205
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Figure 6: AES 0205 w/o 0301
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Figure 7: AES 0205 w/o 04
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Figure 8: AES 0205 w/o 21
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Figure 9: AES 0301
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Figure 10: AES 0301 w/o 02
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Figure 11: AES 0301 w/o 04
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Figure 12: AES 03 w/o 21
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Figure 13: AES 04
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Figure 14: AES 04 w/o 02
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Figure 15: AES 04 w/o 0301
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Figure 16: AES 04 w/o 21
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Figure 17: AES 08
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Figure 18: AES 08 w/o 02
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Figure 19: AES 08 w/o 0301



Recipient : Common support Out of common support



5



Density



4



Non recipient : Common support Out of common support



3



2



1



0 0



.1



.2



.3



.4 .5 .6 Propensity score



.7



Figure 20: AES 08 w/o 04
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Figure 21: AES 08 w/o 21
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Figure 22: AES 09



5



Recipient : Common support Out of common support



Density



4



Non recipient : Common support Out of common support



3



2



1



0 0



.1



.2



.3



.4 .5 .6 Propensity score



.7



Figure 23: AES 09 w/o 02
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Figure 24: AES 09 w/o 0301
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Figure 25: AES 09 w/o 04
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Figure 26: AES 09 w/o 21
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Figure 27: AES 21
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Figure 28: AES 21 w/o 02
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Figure 29: AES 21 w/o 0301
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Figure 30: AES 21 w/o 04
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Balancing tests



This appendix presents the results of balancing tests for our preferred estimator, local linear regression (LLR) matching. As suggested by Rosenbaum and Rubin [10], we use standardized differences to assess the quality of our adjustment. The standardized difference is the difference in means between the treated and the matched group normalized by a measure of the dispersion of the variable among treated and untreated observations. More specifically, the standardized difference is: ¯1 − X ¯ 0M X , SDM = 100 p 2 ) 2 .5(s1 − S0U ¯ 1 and X ¯ 0M are the sample means in the treated group and the matched where, for each covariate X, X 2 2 control group and s1 and S0U are the sample variances in the treated and untreated groups. In order to estimate the extent to which LLR matching has reduced initial bias, we compare post-matching standardized differences (SDM ) to the standardized differences that prevail when comparing the treated ¯ 0M by X ¯ 0U in the formula for SDM . to the untreated (SDU ). This estimate is obtained by replacing X



Table 8: Summary mae 1 mae0201 2 mae0205 3 mae0301 4 mae03only 5 mae09 6 mae09only 7 mae0309 8 mae08 9 mae08only 10 mae08ss09 11 mae03ss09ss08 12 mae04 13 mae21



of the results of the balancing tests sd.init sd.match mismatch 81 0 82 0 101 0 94 0 80 0 73 0 94 0 75 0 75 0 82 0 93 0 87 0 63 1 bs2form_pro_2



As suggested by Rosenbaum and Rubin [10], we consider a standardized difference of more than 20 to be large. Table 8 presents the number of large differences among our control variables pre- and post-LLR matching for our main treatment variables. We can see that LLR matching achieves a very precise balancing of the data: the number of large differences drops to zero after matching in all but one case. Before matching (column “sd.init”), there are usually around 80 variable that exhibit large differences, whereas there is at most one large difference after matching (column “sd.match”). On the basis of these results, we can accept the fact that our LLR matching procedure is precise. The rest of the tables present the results of the balancing tests for each AES. The first column of ¯ 1 , “X.diff.init” for X ¯1 − X ¯ 0U , each table refers to the name of the variable, “X.treated” stands for X ¯ ¯ “X.diff.match” for X1 − X0M , “sd.init” for SDU and “sd.match” for SDM .
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Table 9: Results of the balancing test for AES 0201



ps_mae0201 A1form_agri_1 A1form_agri_2 A1form_agri_3 A1form_agri_4 A1form_agri_5 A1form_gene_2 A1form_gene_3 A1form_gene_4 CJ1prof_con_1 CJ1prof_con_3 CJ1prof_con_4 Ccdex696_2 Ccdex696_3 Ccdex696_4 Ccdex696_5 Ccdex696_6 Fform_soc_2 Fform_soc_3 Fform_soc_4 Fform_soc_5 Fform_soc_6 Fform_soc_7 Fform_soc_8 Nnbre_coexp_2 Nnbre_coexp_3 Nnbre_coexp_4 Ootex1896_14 Ootex1896_28 Ootex1896_29 Ootex1896_37 Ootex1896_38 Ootex1896_39 Ootex1896_41 Ootex1896_42 Ootex1896_43 Ootex1896_44 Ootex1896_50 Ootex1896_60 Ootex1896_71 Ootex1896_72 Ootex1896_81 Ootex1896_82 Ootex1896_90 Ssuccession_1 Ssuccession_2 Ssuccession_3 Ssuccession_4 Ssuccession_5 Ssuccession_6 Ssuccession_7 Ssuccession_8 Ssuccession_9 Ttypeqir_1 Ttypeqir_2 Ttypeqir_3



X.treated 0.046 0.048 0.08 0.028 0.039 0.018 0.33 0.23 0.31 0.33 0.041 0.096 0 0.021 0.12 0.45 0.41 0.18 0.3 0 0.046 0.0012 0.0006 0 0.3 0.063 0.0036 0.11 0.0095 0.0006 0.013 0.02 0.0066 0.082 0.053 0.019 0.0034 0.0072 0.033 0.031 0.006 0.19 0.026 0 0.0096 0.011 0.029 0.033 0.0024 0.0096 0.0048 0.014 0.071 0.022 0.27 0.061



X.diff.init 0.041 0.0016 0.024 0.012 0.028 0.014 -0.017 0.082 0.18 0.065 -0.042 -0.14 0 -0.091 -0.098 0.17 0.29 0.13 0.21 0 0.018 -0.007 -0.00021 0 0.22 0.047 0.00041 0.05 0.0028 -0.014 -0.1 -0.036 -0.026 -0.02 -0.025 0.0011 -0.12 -0.009 -0.013 -0.0008 -0.008 0.12 -0.0071 0 0.0066 -0.013 -0.0074 -0.021 -0.012 0.0062 0.00012 -0.076 -0.17 -0.018 0.17 0.031



X.diff.match 0 -0.0054 0.01 -0.00068 0.0052 0.0053 0.0057 -0.0081 0.019 0.012 0.00035 -0.017 0 -0.013 0.0051 0.024 0.026 -0.0058 0.025 0 0.01 -0.0011 -0.00031 0 0.035 -0.012 -0.0013 0.006 0.0013 -0.0022 -0.013 -0.0022 -0.003 0.0027 -0.00062 -0.00026 -0.018 -0.00096 -0.0042 -0.0043 1.4e-05 0.021 -0.00039 0 -0.00052 -0.0019 -0.0018 -0.0003 -0.00084 -0.0018 -0.00082 -0.0048 -0.017 -0.0018 0.024 0.00045
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standard.init 134.66 0.73 9.72 8.25 18.02 14.30 -3.69 21.25 45.30 14.37 -17.44 -39.22



standard.match 0.00 -2.52 4.03 -0.46 3.32 5.25 1.20 -2.10 4.59 2.74 0.14 -4.59



-37.20 -26.49 36.45 70.03 40.71 55.44



-5.50 1.38 5.08 6.16 -1.85 6.56



9.58 -10.29 -0.78



5.49 -1.54 -1.19



59.46 24.04 0.71 18.31 3.06 -16.36 -42.85 -18.96 -19.00 -7.05 -10.04 0.83 -50.53 -8.42 -6.69 -0.46 -8.10 34.70 -4.20



9.48 -6.17 -2.25 2.20 1.48 -2.52 -5.58 -1.15 -2.17 0.92 -0.25 -0.19 -7.79 -0.90 -2.12 -2.47 0.01 6.23 -0.23



8.35 -10.10 -4.15 -10.29 -12.97 7.67 0.17 -34.89 -47.61 -10.47 44.42 15.11



-0.66 -1.43 -1.00 -0.15 -0.93 -2.19 -1.19 -2.20 -4.98 -1.06 6.28 0.22



Table 9: Results of the balancing test for AES 0201



a1act_expl__1 a1act_expl__2 a1act_expl__3 a1act_expl__4 a1form_agri_1 a1form_agri_2 a1form_agri_3 a1form_agri_4 a1form_agri_5 a1form_gene_2 a1form_gene_3 a1form_gene_4 a2act_expl__1 a2act_expl__2 a2act_expl__3 a2act_expl__4 a2form_agri_1 a2form_agri_2 a2form_agri_3 a2form_agri_4 a2form_agri_5 a2form_gene_2 a2form_gene_3 a2form_gene_4 ab age2_cj1 age_1 age_2 age_cj1 altitud aoc batchair ble_p bs1form_pro_1 bs1form_pro_2 bs1form_pro_3 bs1form_pro_4 bs1pluri_2 bs1pluri_3 bs1pluri_4 bs1pluri_5 bs2form_pro_1 bs2form_pro_2 bs2form_pro_3 bs2form_pro_4 bs2pluri_2 bs2pluri_3 bs2pluri_4 bs2pluri_5 cap_elev_1 cap_elev_2 cap_elev_3 cap_elev_5 cap_elev_9 charg charg_phae_0



X.treated 0.0084 0.036 0.048 0.057 0.068 0.37 0.21 0.15 0.036 0.56 0.17 0.066 0.064 0.064 0.061 0.08 0.026 0.42 0.064 0.068 0 0.47 0.2 0.087 0.027 1.7e+03 41 43 40 1.7e+02 0.033 82 0.24 0.17 0.097 0.071 0.081 0.071 0 0.016 0.077 0.087 0.061 0.16 0.087 0.057 0 0.034 0.12 0.66 6.1 4.3 10 0 1.1e+02 0.55



X.diff.init -0.24 -0.068 -0.021 0.009 -0.047 0.15 0.13 0.11 0.027 0.18 0.076 -0.0052 -0.016 -0.002 -0.051 -0.011 -0.056 0.18 -0.023 0.034 0 -0.033 0.061 0.016 0.021 -7.7e+02 -7.9 -1.1 -8.1 -36 0.00092 48 0.13 0.12 0.064 0.04 0.052 0.0021 0 -0.11 -0.15 0.026 0.00037 0.083 0.014 -0.0044 0 -0.046 0.021 -0.41 3.5 2.2 -1.8 0 86 0.023



X.diff.match -0.034 -0.005 -0.0091 -0.0016 -0.002 0.025 0.015 -0.0049 0.01 0.014 0.0083 -0.0065 -0.016 -0.02 -0.01 0.0088 0.0015 0.02 -0.014 -0.023 0 -0.054 0.0031 0.019 -0.0054 -73 -0.92 -0.27 -0.76 -3.4 0.0048 11 0.016 0.023 0.0026 0.012 0.0076 -0.0073 0 -0.015 -0.022 0.0016 -0.0096 0.037 0.015 -0.0071 0 -0.0073 -0.0013 -1.6 0.042 0.066 -0.82 0 3.6 0.0001
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standard.init -76.10 -26.80 -9.04 4.06 -16.26 32.27 38.97 38.08 17.94 36.58 22.91 -2.08 -6.30 -0.80 -18.28 -3.99 -25.03 38.02 -8.77 15.70



standard.match -10.90 -1.98 -3.87 -0.70 -0.69 5.63 4.36 -1.68 7.02 2.86 2.50 -2.59 -6.26 -7.98 -3.71 3.16 0.65 4.40 -5.46 -10.65



-6.52 16.29 6.12 16.30 -74.16 -76.54 -15.59 -74.18 -19.51 0.52 13.93 69.24 40.28 26.19 18.34 22.81 0.83



-10.91 0.82 7.22 -4.23 -7.05 -8.92 -3.80 -6.98 -1.85 2.67 3.22 8.66 7.58 1.08 5.60 3.38 -2.87



-42.99 -42.09 9.88 0.15 26.49 5.06 -1.86



-6.00 -6.35 0.61 -4.04 11.90 5.67 -3.03



-19.91 6.90 -2.88 22.03 3.56 -1.76



-3.16 -0.44 -11.02 0.27 0.11 -0.79



34.48 4.56



1.45 0.02



Table 9: Results of the balancing test for AES 0201



charg_phae_1 charg_phae_2 charg_phae_3 charg_phae_4 charg_phae_5 charg_phae_6 coexpl_2 colza_p comptdet compteuro confo conjoint1 cstofum cstolis cstopur dja eff_chept_1 eff_chept_2 eff_chept_17 eff_chept_21 eff_chept_22 eff_chept_26 eff_chept_32 eneren enfant_1 enfant_12 enz05 enz06 enz08 enz09 enz11 enz12 enz13 epand_p epandl etragr exp_agri exp_expl hebfer ichn2000 inform irri_p label lnsau mais_fourr_p mais_p maraich_p_0 maraich_p_2 maraich_p_3 maraich_p_4 moisb mtcfh nbbovm nbpco olae orge_p



X.treated 0.17 0.032 0.037 0.039 0.019 0.048 0.16 0.065 0.97 0.23 0.059 0.65 77 53 20 0.39 12 11 2 6.2 0.29 1.6 97 0.0006 1 2.3 0.009 0.0053 0 0.17 0.033 0.16 0.0032 0.17 7.2 0.073 15 11 0.023 0.12 0.57 0.16 0.072 9.2 0.046 0.0019 0.017 0 0 0 4.5e+02 1.2e+02 6.1 7.6 0.13 0.058



X.diff.init -0.094 -0.0048 -0.0022 0.00098 -0.019 0.014 0.12 0.046 0.45 0.15 0.036 -0.054 49 12 8.3 0.27 6.1 6.5 0.72 1.8 -0.87 0.085 42 0.00032 0.49 1.2 -0.019 -0.011 0 -0.09 -0.023 0.018 -0.018 0.036 4.4 0.051 -1.8 -3.5 0.0062 0.036 0.38 0.07 0.034 1.9 0.0094 -0.00049 -0.0066 -0.0045 0 0 3e+02 -52 3.6 2 0.098 0.023



X.diff.match -0.014 -0.0017 -0.0044 -0.00027 -0.0034 0.0086 0.019 0.0058 0.066 0.011 0.0083 -0.025 3.8 -2.3 -0.26 0.037 0.53 1 -0.0032 -0.073 -0.092 0.039 8.7 0.00047 0.054 0.2 -0.001 -0.0019 0 -0.014 -0.0007 -0.0029 -0.0017 0.0071 1.2 0.0091 -0.17 -0.34 0.0015 0.0045 0.032 0.0041 0.00085 0.24 0.0028 -0.00045 -0.00048 -0.0027 0 0 18 -7.1 0.22 0.063 0.0026 0.0034
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standard.init -23.02 -2.64 -1.16 0.51 -11.35 7.12 41.90 59.27 119.69 41.16 18.02 -11.43 27.96 3.03 4.02 64.42 31.91 34.30 3.27 4.64 -5.98 0.52 2.00 1.54 47.46 39.02 -14.67 -11.24



standard.match -3.53 -0.93 -2.31 -0.14 -2.05 4.34 6.49 7.50 17.59 3.05 4.20 -5.44 2.18 -0.58 -0.13 8.99 2.80 5.37 -0.01 -0.19 -0.63 0.24 0.41 2.27 5.24 6.49 -0.79 -1.96



-22.45 -11.56 5.15 -17.41 16.29 6.30 23.90 -18.46 -37.03 4.43 11.72 83.86 26.47 15.18 142.76 11.64 -2.36 -4.71 -9.47



-3.54 -0.35 -0.82 -1.59 3.20 1.66 4.30 -1.71 -3.65 1.08 1.45 7.15 1.56 0.38 17.77 3.49 -2.18 -0.34 -5.77



66.49 -13.76 28.86 4.11 36.86 26.81



3.97 -1.88 1.74 0.13 0.98 3.98



Table 9: Results of the balancing test for AES 0201



p_nitrate pama pente phyto pmsee2000 prair_art_p prair_sem_p pulvaut qual_aut ramgb ramha reflaic refval rrbma sau_prop sex_1 sex_2 sex_cj1 soil1 soil3 soil4 soil5 soil6 soja_p sth_p_0 sth_p_2 sth_p_3 sth_p_4 stocel stocont stocouv stofrai touart touaut tourest tourn_p trac3 trac170pl trac80134 trac135169 tracms55 trferm utataaf utatprm utatsai vendir verger_p_0 verger_p_2 verger_p_3 verger_p_4 vigne_p_0 vigne_p_2 vigne_p_3 vigne_p_4



X.treated 0.02 0.18 2.1 0.13 0.041 0.011 0.078 57 0.14 2.8e+02 16 7.6e+04 10 19 0.3 0.13 0.67 0.89 0.35 0.24 0.11 0.0071 0.015 0.0079 0.59 0.14 0.041 0.022 1.1e+03 19 0.16 10 0 0.0095 0.0078 0.04 9.1e+02 76 1.5e+03 2.8e+02 4e+02 0.072 91 2.3e+02 1.7e+02 0.14 0.027 0.0012 0 0 0.13 0.0096 0.0096 0.016



X.diff.init 0.014 0.13 -1.1 0.082 0.01 0.00059 0.0051 36 0.088 1.3e+02 11 4.2e+04 6.1 14 -0.25 -0.082 -0.043 0.11 0.059 -0.022 -0.014 -0.0076 -0.0013 0.0059 -0.0021 0.041 -0.027 -0.19 8.6e+02 15 0.057 4.6 0 0.0032 0.0045 0.018 2.4e+02 59 9.2e+02 2.2e+02 -1.6e+02 -0.028 13 13 28 -0.021 -0.0082 -0.0067 0 0 -0.12 -0.012 -0.013 -0.12



X.diff.match 0.00036 0.013 -0.17 0.0011 -0.00065 -0.0012 0.00074 11 0.0026 13 0.45 4.4e+03 1 0.72 -0.033 -0.0079 -0.0064 0.012 0.0082 -0.0078 -0.0016 -0.00017 0.0017 0.0017 -0.0055 0.011 -0.0041 -0.025 58 4.4 0.0065 0.53 0 -0.00019 0.0012 4e-05 51 7.4 60 21 -23 -0.0014 6.2 -3.7 -0.024 0.0051 -0.00065 -0.00087 0 0 -0.012 -0.0013 -0.00045 -0.013
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standard.init 27.94 40.58 -35.59 29.40 5.51 1.17 3.17 18.86 30.41 30.87 10.74 35.75 35.32 13.00 -70.22 -21.99 -9.40 31.43 19.56 -7.81 -6.87 -11.68 -1.55 17.69 -0.43 12.46 -11.94 -62.08 50.32 10.23 16.97 3.29



standard.match 0.75 4.21 -5.45 0.40 -0.35 -2.43 0.47 5.55 0.90 3.27 0.45 3.73 5.97 0.67 -9.29 -2.11 -1.39 3.26 2.71 -2.72 -0.77 -0.26 1.94 5.03 -1.12 3.20 -1.82 -8.22 3.39 2.94 1.93 0.38



3.66 6.01 21.59 29.44 26.98 92.79 50.38 -22.46 -9.95 5.19 1.12 2.94 -5.92 -4.74 -10.01



-0.21 1.60 0.05 6.22 3.38 6.07 4.93 -3.32 -0.50 2.53 -0.32 -0.00 1.43 -0.37 -1.29



-30.83 -9.71 -10.25 -45.81



-3.10 -1.06 -0.36 -5.21



Table 10: Results of the balancing test for AES 0205



ps_mae0205 A1form_agri_1 A1form_agri_2 A1form_agri_3 A1form_agri_4 A1form_agri_5 A1form_gene_2 A1form_gene_3 A1form_gene_4 CJ1prof_con_1 CJ1prof_con_3 CJ1prof_con_4 Ccdex696_2 Ccdex696_3 Ccdex696_4 Ccdex696_5 Ccdex696_6 Fform_soc_2 Fform_soc_3 Fform_soc_4 Fform_soc_5 Fform_soc_6 Fform_soc_7 Fform_soc_8 Nnbre_coexp_2 Nnbre_coexp_3 Nnbre_coexp_4 Ootex1896_14 Ootex1896_28 Ootex1896_29 Ootex1896_37 Ootex1896_38 Ootex1896_39 Ootex1896_41 Ootex1896_42 Ootex1896_43 Ootex1896_44 Ootex1896_50 Ootex1896_60 Ootex1896_71 Ootex1896_72 Ootex1896_81 Ootex1896_82 Ootex1896_90 Ssuccession_1 Ssuccession_2 Ssuccession_3 Ssuccession_4 Ssuccession_5 Ssuccession_6 Ssuccession_7 Ssuccession_8 Ssuccession_9 Ttypeqir_1 Ttypeqir_2 Ttypeqir_3



X.treated 0.2 0.025 0.057 0.03 0.031 0.0086 0.39 0.25 0.23 0.25 0.025 0.18 0 0.0069 0.061 0.49 0.44 0.2 0.27 0.0053 0.048 0.0031 0 0.00072 0.23 0.067 0.014 0.068 0 0.00014 0.0067 0.0037 0.00014 0.021 0.016 0.013 0.012 0.0016 0.042 0.003 0.0026 0.18 0.013 0 0.0071 0.014 0.049 0.031 0.00071 0.0017 0.0021 0.014 0.09 0.0059 0.13 0.019



X.diff.init 0.18 -0.023 0.0034 0.015 0.021 0.0059 0.071 0.12 0.12 0.013 -0.13 -0.042 0 -0.096 -0.13 0.23 0.34 0.15 0.18 -0.00056 0.026 -0.0038 0 0.00016 0.15 0.048 0.01 -0.0003 0 -0.016 -0.0085 -0.0092 -0.03 -0.088 -0.088 -0.0065 -0.13 -0.017 -0.015 -0.042 -0.015 0.096 -0.029 0 0.004 -0.015 0.014 -0.023 -0.02 -0.0017 -0.0025 -0.1 -0.17 -0.025 0.022 -0.0089



X.diff.match 5.6e-17 0.0028 0.0023 -0.0033 -0.00021 0.00027 0.0032 0.0012 0.0045 0.011 -0.0041 -0.0015 0 -0.0021 0.0014 0.0032 0.013 0.014 0.0016 -0.00049 -0.0031 2.5e-05 0 -0.00018 0.012 0.0027 9.3e-05 0.005 0 -0.00073 -0.0013 -0.00037 -0.0013 -0.0032 -0.0027 5.7e-05 -0.0035 -0.00094 -0.00083 -0.0014 -0.00066 0.013 -0.00042 0 -0.00064 -0.00013 0.002 -0.002 -0.00064 0.00018 -0.00012 -0.0035 -0.0044 -0.001 -0.0011 -0.00063
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standard.init 167.15 -12.50 1.50 10.18 15.28 7.93 14.97 30.62 31.82 3.02 -46.87 -10.36



standard.match 0.00 1.49 0.99 -2.25 -0.15 0.36 0.68 0.32 1.20 2.55 -1.49 -0.38



-42.98 -40.64 49.92 82.66 45.77 49.78 -0.75 14.06 -5.33



-0.93 0.42 0.67 3.19 4.25 0.44 -0.66 -1.69 0.04



0.63 42.57 24.02 10.95 -0.12



-0.70 3.49 1.37 0.10 1.98



-17.85 -8.18 -10.14 -24.77 -36.18 -37.72 -5.19 -50.29 -16.88 -6.75 -27.85 -15.14 28.44 -17.64



-0.82 -1.25 -0.41 -1.04 -1.31 -1.17 0.05 -1.36 -0.95 -0.39 -0.92 -0.66 3.75 -0.26



5.54 -10.17 6.87 -11.43 -19.61 -3.39 -4.33 -42.41 -45.74 -18.79 6.95 -5.84



-0.89 -0.09 0.97 -0.97 -0.62 0.35 -0.20 -1.45 -1.18 -0.77 -0.35 -0.41



Table 10: Results of the balancing test for AES 0205



a1act_expl__1 a1act_expl__2 a1act_expl__3 a1act_expl__4 a1form_agri_1 a1form_agri_2 a1form_agri_3 a1form_agri_4 a1form_agri_5 a1form_gene_2 a1form_gene_3 a1form_gene_4 a2act_expl__1 a2act_expl__2 a2act_expl__3 a2act_expl__4 a2form_agri_1 a2form_agri_2 a2form_agri_3 a2form_agri_4 a2form_agri_5 a2form_gene_2 a2form_gene_3 a2form_gene_4 ab age2_cj1 age_1 age_2 age_cj1 altitud aoc batchair ble_p bs1form_pro_1 bs1form_pro_2 bs1form_pro_3 bs1form_pro_4 bs1pluri_2 bs1pluri_3 bs1pluri_4 bs1pluri_5 bs2form_pro_1 bs2form_pro_2 bs2form_pro_3 bs2form_pro_4 bs2pluri_2 bs2pluri_3 bs2pluri_4 bs2pluri_5 cap_elev_1 cap_elev_2 cap_elev_3 cap_elev_5 cap_elev_9 charg charg_phae_0



X.treated 0.024 0.038 0.053 0.067 0.11 0.38 0.19 0.13 0.026 0.52 0.13 0.064 0.12 0.063 0.15 0.096 0.044 0.2 0.086 0.041 0.012 0.49 0.15 0.078 0.0055 1.7e+03 41 44 41 2e+02 0.029 23 0.31 0.12 0.077 0.062 0.055 0.086 0.0016 0.013 0.095 0.043 0.057 0.14 0.058 0.053 0.0031 0.1 0.11 0.097 7.7 4.6 11 11 1.3e+02 0.49



X.diff.init -0.26 -0.073 -0.016 0.022 -0.012 0.17 0.12 0.09 0.017 0.18 0.054 0.0066 0.032 -0.0052 0.037 -0.00066 -0.039 -0.047 -0.0077 0.0086 0.006 -0.017 0.015 0.014 -0.0003 -9.8e+02 -9.4 0.026 -9.8 8.2 0.0042 -14 0.17 0.076 0.047 0.032 0.029 0.027 -0.12 -0.084 -0.1 -0.018 -0.00036 0.066 -0.014 0.0043 -0.0044 0.02 0.016 -1.1 4.7 2.4 -2.2 -2 1e+02 -0.13



X.diff.match -0.015 -0.0029 -0.0042 0.00058 0.0037 0.01 -0.0033 0.0041 0.0019 0.0072 0.004 -0.0031 -0.013 0.0056 0.0092 -0.011 -0.004 0.012 -0.016 -0.00082 -0.0065 0.025 -0.011 0.0056 0.00023 -35 -0.31 -0.036 -0.35 1.2 0.00033 0.38 0.0037 0.008 -0.0012 -0.0019 0.0014 -0.0043 -0.0053 -0.0038 -0.0056 0.013 -0.0015 0.0046 -0.0035 0.005 -0.0012 -0.013 0.006 -0.047 0.58 0.19 -0.86 2.1 2.2 0.0082
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standard.init -76.62 -28.17 -6.54 9.39 -3.73 37.95 34.73 33.27 13.61 35.94 17.69 2.75 10.50 -2.12 10.97 -0.22 -16.17 -11.29 -2.69 4.55 6.30 -3.33 4.27 5.63 -0.41 -87.19 -83.48 0.33 -85.74 6.13 2.61 -5.96 106.32 27.97 21.19 15.29 14.86 10.49 -51.58 -37.40 -28.57 -7.97 -0.16 21.71 -5.58 1.94 -6.08 6.74 5.20 -8.92 22.54 5.21 -1.95 -0.32 38.40 -26.79



standard.match -4.35 -1.10 -1.74 0.25 1.16 2.30 -0.98 1.49 1.48 1.47 1.32 -1.31 -4.35 2.26 2.74 -3.62 -1.63 2.82 -5.62 -0.43 -6.84 4.97 -3.02 2.18 0.31 -3.10 -2.73 -0.47 -3.08 0.88 0.20 0.16 2.23 2.95 -0.53 -0.90 0.73 -1.65 -2.26 -1.69 -1.59 5.87 -0.66 1.52 -1.43 2.27 -1.59 -4.51 1.98 -0.40 2.75 0.41 -0.77 0.33 0.84 1.66



Table 10: Results of the balancing test for AES 0205



charg_phae_1 charg_phae_2 charg_phae_3 charg_phae_4 charg_phae_5 charg_phae_6 coexpl_2 colza_p comptdet compteuro confo conjoint1 cstofum cstolis cstopur dja eff_chept_1 eff_chept_2 eff_chept_17 eff_chept_21 eff_chept_22 eff_chept_26 eff_chept_32 eneren enfant_1 enfant_12 enz05 enz06 enz08 enz09 enz11 enz12 enz13 epand_p epandl etragr exp_agri exp_expl hebfer ichn2000 inform irri_p label lnsau mais_fourr_p mais_p maraich_p_0 maraich_p_2 maraich_p_3 maraich_p_4 moisb mtcfh nbbovm nbpco olae orge_p



X.treated 0.24 0.035 0.056 0.052 0.046 0.041 0.093 0.13 0.95 0.1 0.04 0.7 52 38 14 0.34 8.6 11 3 7.8 0 1.6 24 0.0013 0.87 1.9 0 0.0091 0 0.18 0.00054 0.062 0.00029 0.09 2.3 0.095 16 12 0.017 0.14 0.5 0.063 0.041 9.5 0.023 0.0029 0.0039 0 0 0 6.7e+02 81 7.7 9 0.063 0.12



X.diff.init -0.065 -0.007 0.0079 0.0083 0.0024 -0.00013 0.056 0.11 0.45 0.015 0.016 0.012 20 -7.5 2.2 0.22 2.1 5.4 1.6 3 0 -0.097 -40 0.00098 0.41 0.91 0 -0.0074 0 -0.095 -0.053 -0.042 -0.012 -0.054 -0.61 0.072 -2.8 -3.6 0.0015 0.056 0.33 -0.029 0.0015 2.1 -0.017 -0.00026 -0.012 0 0 0 5e+02 -82 4.9 4.4 0.032 0.076



X.diff.match -0.0079 0.0017 0.0021 0.002 0.0034 6e-05 0.00018 0.0006 0.018 -0.00055 0.0016 -0.0013 3.5 1.8 0.47 0.01 0.4 0.71 -0.23 0.2 0 -0.17 2.7 -0.00032 -0.0035 -0.0092 0 -0.0013 0 -0.0095 -0.0023 -0.002 -0.00053 -0.00053 -0.11 0.0035 -0.039 -0.11 0.00026 0.0087 -0.0021 -0.00092 0.0018 0.077 0.00086 -7.1e-05 0.00021 0 0 0 12 -2.3 0.54 0.077 0.0019 0.004
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standard.init -14.75 -3.60 3.56 3.89 1.14 -0.07 22.87 126.51 116.98 5.05 8.95 2.55 12.71 -1.83 1.04 55.51 11.59 27.90 7.11 7.24



standard.match -1.77 0.90 0.95 0.92 1.63 0.03 0.07 0.70 4.73 -0.19 0.92 -0.29 2.16 0.43 0.23 2.56 2.15 3.69 -1.06 0.47



-0.55 -2.64 3.48 41.67 31.18



-1.00 0.18 -1.14 -0.36 -0.31



-6.81



-1.17



-22.98 -34.32 -15.65 -16.04 -26.92 -1.18 30.91 -25.59 -34.26 1.16 18.07 73.67 -13.11 0.76 164.15 -23.39 -0.96 -11.97



-2.29 -1.46 -0.74 -0.69 -0.26 -0.22 1.52 -0.36 -1.03 0.21 2.82 -0.48 -0.42 0.93 6.05 1.18 -0.27 0.21



113.09 -23.44 32.70 8.66 15.32 79.08



2.68 -0.65 3.58 0.15 0.92 4.15



Table 10: Results of the balancing test for AES 0205



p_nitrate pama pente phyto pmsee2000 prair_art_p prair_sem_p pulvaut qual_aut ramgb ramha reflaic refval rrbma sau_prop sex_1 sex_2 sex_cj1 soil1 soil3 soil4 soil5 soil6 soja_p sth_p_0 sth_p_2 sth_p_3 sth_p_4 stocel stocont stocouv stofrai touart touaut tourest tourn_p trac3 trac170pl trac80134 trac135169 tracms55 trferm utataaf utatprm utatsai vendir verger_p_0 verger_p_2 verger_p_3 verger_p_4 vigne_p_0 vigne_p_2 vigne_p_3 vigne_p_4



X.treated 0.01 0.11 1.9 0.12 0.032 0.015 0.026 67 0.14 3.1e+02 12 5.3e+04 9.1 9.1 0.29 0.076 0.8 0.94 0.27 0.2 0.22 0.0052 0.0039 0.0074 0.56 0.14 0.048 0.01 1.6e+03 0.41 0.1 0.19 0.00086 0.0071 0.0047 0.057 8.1e+02 1.4e+02 1.7e+03 4e+02 3.4e+02 0.047 1.1e+02 2e+02 1.1e+02 0.079 0.012 0 0 0 0.09 0.0056 0 0



X.diff.init 0.0032 0.063 -0.77 0.084 0.0067 0.0038 -0.056 51 0.082 1.5e+02 6.6 1.7e+04 4.8 3.3 -0.28 -0.15 0.09 0.17 -0.016 -0.081 0.097 -0.0035 -0.0073 0.0053 -0.13 0.025 -0.028 -0.26 1.3e+03 -3.8 -0.0093 -5.2 -0.00021 0.002 0.00099 0.032 1.7e+02 1.2e+02 1.1e+03 3.3e+02 -1.8e+02 -0.01 40 49 26 -0.048 -0.011 0 0 0 -0.022 -0.022 0 0



X.diff.match 0.00087 0.0011 -0.03 0.0039 4.4e-05 0.00031 -0.002 0.78 0.0025 17 1.7 2.2e+03 0.71 0.3 -0.015 -0.0065 0.0084 0.0059 0.0015 -0.0052 0.00039 0.00013 -4.1e-05 -0.00072 0.0053 0.012 0.0014 -0.0089 -25 -0.097 0.0054 -0.2 3.3e-05 0.0013 0.00037 -0.0016 21 1.7 32 7.7 -1.1 0.0019 8.9 -8.1 -0.65 -0.00034 0.00055 0 0 0 -0.002 -0.00073 0 0
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standard.init 7.99 23.66 -33.56 31.64 4.02 7.26 -39.98 25.94 28.31 36.48 7.37 14.79 27.45 3.82 -78.36 -43.08 20.91 49.09 -5.46 -28.68 39.28 -7.92 -14.12 17.86 -26.57 7.57 -11.75 -81.35 52.68 -4.18 -3.04 -4.49 -0.69 2.55 1.53 35.26 21.72 37.84 108.37 69.23 -29.88 -4.48 14.71 4.80 2.89 -15.81 -8.45



standard.match 2.14 0.41 -1.30 1.49 0.03 0.60 -1.42 0.40 0.85 4.09 1.92 1.99 4.06 0.34 -4.12 -1.85 1.95 1.70 0.53 -1.83 0.16 0.28 -0.08 -2.45 1.11 3.49 0.58 -2.76 -1.01 -0.11 1.76 -0.17 0.11 1.65 0.58 -1.75 2.60 0.55 3.24 1.59 -0.18 0.85 3.25 -0.80 -0.07 -0.11 0.42



-7.28 -17.09



-0.65 -0.58



Table 11: Results of the balancing test for AES 0301



ps_mae0301 A1form_agri_1 A1form_agri_2 A1form_agri_3 A1form_agri_4 A1form_agri_5 A1form_gene_2 A1form_gene_3 A1form_gene_4 CJ1prof_con_1 CJ1prof_con_3 CJ1prof_con_4 Ccdex696_2 Ccdex696_3 Ccdex696_4 Ccdex696_5 Ccdex696_6 Fform_soc_2 Fform_soc_3 Fform_soc_4 Fform_soc_5 Fform_soc_6 Fform_soc_7 Fform_soc_8 Nnbre_coexp_2 Nnbre_coexp_3 Nnbre_coexp_4 Ootex1896_14 Ootex1896_28 Ootex1896_29 Ootex1896_37 Ootex1896_38 Ootex1896_39 Ootex1896_41 Ootex1896_42 Ootex1896_43 Ootex1896_44 Ootex1896_50 Ootex1896_60 Ootex1896_71 Ootex1896_72 Ootex1896_81 Ootex1896_82 Ootex1896_90 Ssuccession_1 Ssuccession_2 Ssuccession_3 Ssuccession_4 Ssuccession_5 Ssuccession_6 Ssuccession_7 Ssuccession_8 Ssuccession_9 Ttypeqir_1 Ttypeqir_2 Ttypeqir_3



X.treated 0.12 0.036 0.082 0.042 0.034 0.0084 0.38 0.22 0.27 0.35 0.013 0.11 0.0023 0.013 0.12 0.52 0.35 0.2 0.27 0.0011 0.035 0.0033 0.00047 0 0.25 0.07 0.015 0.16 0.0044 0.00035 0.0021 0.0011 0.0039 0.22 0.031 0.032 0.028 0.0098 0.027 0.031 0.015 0.17 0.025 0 0.0076 0.0075 0.042 0.027 0.0021 0.0021 0.0029 0.0047 0.069 0.018 0.2 0.077



X.diff.init 0.1 -0.0078 0.034 0.029 0.024 0.0058 0.06 0.094 0.15 0.12 -0.14 -0.14 -0.095 -0.085 -0.063 0.3 0.25 0.16 0.19 -0.0045 0.0091 -0.005 -0.00032 0 0.18 0.055 0.012 0.1 -0.0088 -0.013 -0.11 -0.059 -0.037 0.13 -0.063 0.017 -0.097 -0.0049 -0.026 -0.0065 0.002 0.11 -0.0096 0 0.0048 -0.025 0.0067 -0.032 -0.018 -0.0014 -0.0023 -0.12 -0.19 -0.026 0.11 0.049



X.diff.match 0 -6.5e-06 0.0041 -0.0013 -0.00057 0.0012 -0.00043 -0.0059 0.0086 0.011 -0.008 -0.0037 -0.0057 -0.0011 0.018 0.0071 0.00044 -0.0044 -0.001 -0.0001 0.00087 -0.00015 -0.00022 0 -0.0014 -0.0034 -8e-05 0.0066 -0.00076 -0.00081 -0.0063 -0.0039 -0.0023 0.0085 0.0012 0.00083 -0.0033 -0.00071 -0.00044 -0.0011 -0.0008 0.0003 -0.0027 0 -0.0012 -0.00039 0.001 -0.00031 -0.0014 0.00028 -0.00055 -0.0066 -0.0033 0.0001 -0.0015 -0.00084
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standard.init 155.14 -3.97 13.89 17.57 16.53 7.79 12.65 24.86 38.61 27.77 -53.44 -36.87 -44.82 -37.71 -17.82 64.29 63.30 50.51 53.88 -7.81 5.32 -6.55 -1.27



standard.match 0.00 -0.00 1.69 -0.80 -0.39 1.58 -0.09 -1.57 2.23 2.37 -2.96 -0.98 -2.70 -0.47 5.21 1.54 0.11 -1.39 -0.28 -0.18 0.51 -0.19 -0.89



51.35 27.23 12.52 34.80 -9.46 -15.70 -47.72 -34.70 -25.36 37.83 -26.03 11.40 -37.19 -4.43 -13.36 -3.59 1.72 32.98 -5.66



-0.40 -1.70 -0.08 2.20 -0.82 -0.99 -2.86 -2.29 -1.59 2.40 0.51 0.54 -1.26 -0.65 -0.22 -0.61 -0.68 0.09 -1.60



6.75 -17.96 3.46 -15.73 -17.01 -2.65 -3.60 -49.62 -53.33 -15.23 32.49 22.36



-1.69 -0.28 0.52 -0.15 -1.31 0.53 -0.86 -2.78 -0.91 0.06 -0.43 -0.38



Table 11: Results of the balancing test for AES 0301



a1act_expl__1 a1act_expl__2 a1act_expl__3 a1act_expl__4 a1form_agri_1 a1form_agri_2 a1form_agri_3 a1form_agri_4 a1form_agri_5 a1form_gene_2 a1form_gene_3 a1form_gene_4 a2act_expl__1 a2act_expl__2 a2act_expl__3 a2act_expl__4 a2form_agri_1 a2form_agri_2 a2form_agri_3 a2form_agri_4 a2form_agri_5 a2form_gene_2 a2form_gene_3 a2form_gene_4 ab age2_cj1 age_1 age_2 age_cj1 altitud aoc batchair ble_p bs1form_pro_1 bs1form_pro_2 bs1form_pro_3 bs1form_pro_4 bs1pluri_2 bs1pluri_3 bs1pluri_4 bs1pluri_5 bs2form_pro_1 bs2form_pro_2 bs2form_pro_3 bs2form_pro_4 bs2pluri_2 bs2pluri_3 bs2pluri_4 bs2pluri_5 cap_elev_1 cap_elev_2 cap_elev_3 cap_elev_5 cap_elev_9 charg charg_phae_0



X.treated 0.017 0.024 0.035 0.047 0.09 0.4 0.21 0.15 0.029 0.54 0.13 0.063 0.065 0.079 0.074 0.072 0.061 0.31 0.12 0.072 0.018 0.57 0.14 0.086 0.024 1.6e+03 40 41 40 1.8e+02 0.034 75 0.21 0.15 0.095 0.052 0.073 0.067 0.00094 0.0086 0.069 0.073 0.061 0.071 0.11 0.049 0 0.081 0.1 2.3 8.5 4.3 31 0 1.1e+02 0.69



X.diff.init -0.28 -0.1 -0.041 0.00067 -0.015 0.21 0.15 0.11 0.021 0.2 0.043 -0.0014 -0.023 0.011 -0.041 -0.022 -0.021 0.07 0.034 0.039 0.0099 0.074 0.00017 0.013 0.017 -1.2e+03 -11 -2.7 -12 -38 0.005 47 0.11 0.11 0.067 0.026 0.049 0.0057 -0.13 -0.1 -0.14 0.015 0.0029 0.0013 0.039 -0.016 0 -0.0065 0.0066 1.5 6.3 2.4 21 0 88 0.17



X.diff.match -0.018 -0.0039 -0.0025 -0.00062 0.0055 0.0096 -0.0066 0.0021 0.0058 0.00036 -0.001 0.0032 -0.00044 -0.0069 -0.0034 -0.00025 0.006 -0.013 -0.0011 0.014 0.0089 -0.00041 -0.0027 0.0043 -0.0015 -43 -0.42 -0.11 -0.39 0.31 0.00065 2.7 0.0019 0.0092 0.0022 2.6e-05 0.003 -0.0031 -0.0085 -0.0072 -0.0041 -0.0074 -0.0072 0.0027 -0.00029 0.003 0 -0.0042 0.0046 0.39 0.096 0.079 -1.5 0 3.4 0.014
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standard.init -84.00 -39.87 -17.82 0.32 -5.09 46.96 43.21 39.90 15.49 40.41 14.16 -0.56 -8.62 4.02 -13.89 -8.14 -8.32 15.80 11.12 17.78 8.75 14.86 0.05 4.80 14.30 -103.18 -101.99 -36.26 -102.39 -20.30 2.88 16.47 60.98 39.66 28.27 13.73 22.71 2.31 -54.20 -43.74 -41.59 6.19 1.21 0.52 13.90 -6.92



standard.match -5.28 -1.49 -1.09 -0.29 1.85 2.16 -1.97 0.75 4.26 0.07 -0.33 1.30 -0.16 -2.65 -1.15 -0.09 2.31 -2.94 -0.37 6.43 7.89 -0.08 -0.76 1.58 -1.25 -3.86 -3.74 -1.46 -3.48 0.17 0.37 0.94 1.07 3.21 0.94 0.01 1.41 -1.29 -3.55 -3.12 -1.20 -3.00 -3.03 1.06 -0.10 1.31



-2.33 2.22 7.23 30.21 3.98 15.85



-1.50 1.53 1.90 0.46 0.13 -1.14



35.46 35.44



1.36 2.93



Table 11: Results of the balancing test for AES 0301



charg_phae_1 charg_phae_2 charg_phae_3 charg_phae_4 charg_phae_5 charg_phae_6 coexpl_2 colza_p comptdet compteuro confo conjoint1 cstofum cstolis cstopur dja eff_chept_1 eff_chept_2 eff_chept_17 eff_chept_21 eff_chept_22 eff_chept_26 eff_chept_32 eneren enfant_1 enfant_12 enz05 enz06 enz08 enz09 enz11 enz12 enz13 epand_p epandl etragr exp_agri exp_expl hebfer ichn2000 inform irri_p label lnsau mais_fourr_p mais_p maraich_p_0 maraich_p_2 maraich_p_3 maraich_p_4 moisb mtcfh nbbovm nbpco olae orge_p



X.treated 0.16 0.021 0.041 0.047 0.038 0.047 0.12 0.039 0.95 0.19 0.07 0.68 83 1.4e+02 27 0.42 20 8.5 1.6 5.6 3.2 3.1 68 0.00082 1.1 2.5 0.017 0.0094 0.0038 0.17 0.024 0.095 0.00044 0.25 6.6 0.062 14 12 0.037 0.14 0.52 0.16 0.1 9 0.094 0.0015 0.017 0.0011 0 0.00035 3.5e+02 1.2e+02 7.2 9.4 0.13 0.057



X.diff.init -0.11 -0.016 0.00091 0.01 0.0028 0.015 0.094 0.023 0.51 0.12 0.05 -0.011 61 1.1e+02 18 0.32 16 4.5 0.55 1.6 2.3 1.8 19 0.00061 0.62 1.6 -0.013 -0.007 0.00078 -0.082 -0.035 -0.052 -0.022 0.13 4.2 0.043 -4.1 -4.5 0.02 0.061 0.36 0.069 0.071 2 0.065 -0.00091 -0.012 -0.0033 0 -0.0067 2.3e+02 -53 5.1 4.4 0.1 0.023



X.diff.match -0.0055 -0.00028 0.0048 0.0037 -0.0013 0.0034 -0.0012 0.00033 0.022 -0.00026 0.0012 0.0041 2.5 0.63 0.58 0.0057 0.26 0.29 0.057 -0.02 0.88 -0.38 3.1 0.00019 -0.0061 -0.032 0.0014 4.1e-05 0.00011 -0.00094 -0.0016 -0.0014 -0.0017 0.0021 0.11 -4e-05 -0.13 -0.16 0.0051 0.0078 0.0047 -0.0022 0.0012 0.093 0.0029 -0.0002 -0.0011 -4.7e-06 0 -0.00036 9.8 -0.78 -0.045 0.91 0.0031 0.0015
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standard.init -28.20 -9.49 0.46 5.08 1.47 7.47 35.76 35.24 132.72 34.39 24.21 -2.38 36.40 24.15 9.40 78.36 73.92 25.69 3.35 4.88 9.46 9.14 1.31 2.67 60.67 49.94 -9.19 -6.48 1.49 -20.23 -18.67 -16.23 -21.84 51.47 6.40 22.24 -38.29 -43.31 12.29 20.07 81.79 24.96 28.65 150.71 66.90 -3.99 -7.80 -6.32



standard.match -1.36 -0.16 2.43 1.82 -0.67 1.75 -0.47 0.50 5.69 -0.08 0.59 0.88 1.52 0.14 0.31 1.41 1.24 1.68 0.35 -0.06 3.68 -1.88 0.21 0.83 -0.60 -1.03 0.99 0.04 0.20 -0.23 -0.88 -0.45 -1.64 0.87 0.17 -0.02 -1.24 -1.51 3.18 2.55 1.07 -0.78 0.48 6.88 2.99 -0.89 -0.71 -0.01



-11.02 54.17 -13.64 37.34 10.07 38.87 28.28



-0.59 2.36 -0.20 -0.33 2.07 1.17 1.78



Table 11: Results of the balancing test for AES 0301



p_nitrate pama pente phyto pmsee2000 prair_art_p prair_sem_p pulvaut qual_aut ramgb ramha reflaic refval rrbma sau_prop sex_1 sex_2 sex_cj1 soil1 soil3 soil4 soil5 soil6 soja_p sth_p_0 sth_p_2 sth_p_3 sth_p_4 stocel stocont stocouv stofrai touart touaut tourest tourn_p trac3 trac170pl trac80134 trac135169 tracms55 trferm utataaf utatprm utatsai vendir verger_p_0 verger_p_2 verger_p_3 verger_p_4 vigne_p_0 vigne_p_2 vigne_p_3 vigne_p_4



X.treated 0.032 0.19 2.3 0.12 0.047 0.01 0.11 38 0.17 3.3e+02 12 1.2e+05 7.1 14 0.3 0.09 0.7 0.93 0.31 0.23 0.15 0.0048 0.016 0.0041 0.71 0.2 0.085 0.02 8.2e+02 22 0.25 17 0.0013 0.012 0.0073 0.016 9.5e+02 57 1.5e+03 2.3e+02 4.2e+02 0.051 1.2e+02 2.5e+02 1.6e+02 0.13 0.013 0.0017 0 0.00021 0.052 0.0016 0.00071 0.00023



X.diff.init 0.027 0.15 -0.99 0.077 0.02 0.00028 0.046 19 0.13 2e+02 7.4 9.6e+04 3.8 9.7 -0.31 -0.15 -0.012 0.18 0.027 -0.03 0.02 -0.011 -0.00069 0.0025 0.13 0.11 0.019 -0.22 6.4e+02 17 0.16 11 0.00039 0.0058 0.0031 -0.0037 3.5e+02 43 1e+03 1.8e+02 -1.7e+02 -0.04 54 54 21 -0.022 -0.03 -0.0064 0 -0.0089 -0.2 -0.021 -0.022 -0.13



X.diff.match 0.0032 -0.0016 -0.0078 -0.0002 0.0029 0.00059 0.0042 -0.1 0.0028 7.5 -2 1.5e+03 0.21 -1.4 -0.015 -0.0065 -0.016 0.0077 -0.0061 0.00073 0.0013 -0.00011 0.0016 0.00039 0.0077 0.0052 0.0043 -0.01 -26 4.7 0.0035 1.1 0.00045 0.0016 0.00088 0.00093 16 1.5 29 0.15 -6.6 -0.00022 6.3 -4.5 -8 -0.0019 -0.0018 -0.00041 0 -0.00063 -0.0091 -0.001 -0.0013 -0.0089
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standard.init 46.11 47.97 -32.27 28.43 10.63 0.56 27.21 11.31 41.49 49.73 8.33 75.47 24.32 10.24 -86.70 -41.10 -2.61 51.41 9.17 -10.41 8.38 -17.68 -0.78 9.94 26.41 29.87 7.09 -70.10 38.24 7.10 43.64 5.99 1.19 6.01 4.11 -5.50 43.86 21.09 107.35 42.60 -24.98 -15.67 19.35 4.63 1.96 -6.16 -18.39 -9.16



standard.match 5.56 -0.51 -0.25 -0.07 1.55 1.19 2.50 -0.06 0.92 1.83 -2.25 1.19 1.30 -1.49 -4.18 -1.78 -3.61 2.17 -2.04 0.25 0.57 -0.17 1.83 1.58 1.62 1.47 1.61 -3.14 -1.55 2.00 0.96 0.57 1.36 1.65 1.16 1.37 1.97 0.73 3.02 0.04 -0.99 -0.08 2.24 -0.39 -0.76 -0.54 -1.09 -0.59



-13.08 -57.09 -19.03 -20.71 -54.93



-0.93 -2.66 -0.96 -1.25 -3.72



Table 12: Results of the balancing test for AES 03only



ps_mae03only A1form_agri_1 A1form_agri_2 A1form_agri_3 A1form_agri_4 A1form_agri_5 A1form_gene_2 A1form_gene_3 A1form_gene_4 CJ1prof_con_1 CJ1prof_con_3 CJ1prof_con_4 Ccdex696_2 Ccdex696_3 Ccdex696_4 Ccdex696_5 Ccdex696_6 Fform_soc_2 Fform_soc_3 Fform_soc_4 Fform_soc_5 Fform_soc_6 Fform_soc_7 Fform_soc_8 Nnbre_coexp_2 Nnbre_coexp_3 Nnbre_coexp_4 Ootex1896_14 Ootex1896_28 Ootex1896_29 Ootex1896_37 Ootex1896_38 Ootex1896_39 Ootex1896_41 Ootex1896_42 Ootex1896_43 Ootex1896_44 Ootex1896_50 Ootex1896_60 Ootex1896_71 Ootex1896_72 Ootex1896_81 Ootex1896_82 Ootex1896_90 Ssuccession_1 Ssuccession_2 Ssuccession_3 Ssuccession_4 Ssuccession_5 Ssuccession_6 Ssuccession_7 Ssuccession_8 Ssuccession_9 Ttypeqir_1 Ttypeqir_2 Ttypeqir_3



X.treated 0.078 0.043 0.11 0.03 0.037 0.0094 0.35 0.24 0.25 0.39 0.023 0.11 0 0.021 0.1 0.5 0.37 0.2 0.25 0.0012 0.034 0.0038 0.00072 0 0.24 0.073 0.013 0.16 0.0084 0.00048 0.0024 0.0014 0.0057 0.25 0.029 0.038 0.031 0.0028 0.023 0.022 0.013 0.19 0.012 0 0.012 0.0098 0.042 0.021 0.0041 0.0017 0 0.0043 0.078 0.013 0.17 0.054



X.diff.init 0.067 -0.0041 0.054 0.016 0.027 0.0067 0.033 0.11 0.13 0.15 -0.13 -0.12 0 -0.085 -0.094 0.25 0.27 0.15 0.17 -0.0043 0.011 -0.003 -0.00011 0 0.17 0.056 0.0098 0.094 -0.006 -0.015 -0.023 -0.018 -0.039 0.14 -0.071 0.02 -0.11 -0.014 -0.035 -0.022 -0.0034 0.11 -0.028 0 0.0094 -0.019 0.0067 -0.034 -0.016 -0.0017 0 -0.12 -0.18 -0.03 0.069 0.021



X.diff.match 0 0.0018 0.0058 -0.0045 0.0012 0.0022 0.0027 0.0066 -0.0029 0.013 -0.0098 -0.0029 0 -0.0026 0.011 0.011 0.012 -0.0021 0.0079 -0.00045 0.0022 -0.0003 -0.00026 0 0.0024 0.001 0.00036 0.0041 -0.00029 -0.0015 -0.0014 -0.0017 -0.0038 0.018 -0.002 0.0032 -0.011 -0.0011 -0.0027 -0.0028 -0.00028 0.0021 -0.0024 0 0.0017 0.00019 -0.0017 -0.0017 -0.0019 0.00017 0 -0.011 -0.0098 -0.00085 -5.7e-05 -0.00022
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standard.init 135.65 -1.98 20.10 10.80 18.06 8.63 7.01 28.20 35.28 31.97 -47.85 -32.22



standard.match 0.00 0.85 2.16 -3.09 0.82 2.86 0.56 1.72 -0.76 2.74 -3.54 -0.77



-35.33 -26.50 53.14 67.81 46.36 47.82 -7.49 6.97 -4.13 -0.39



-1.10 3.05 2.40 3.06 -0.64 2.17 -0.77 1.33 -0.41 -0.93



46.59 27.09 10.82 30.46 -5.68 -17.19 -19.53 -17.82 -25.21 37.44 -29.33 12.12 -41.11 -14.51 -17.83 -12.62 -2.81 33.99 -17.91



0.66 0.50 0.39 1.33 -0.27 -1.72 -1.25 -1.64 -2.41 4.82 -0.80 1.92 -3.97 -1.09 -1.38 -1.55 -0.23 0.62 -1.49



10.92 -14.09 3.48 -17.78 -14.68 -3.35



2.01 0.14 -0.89 -0.88 -1.77 0.34



-49.32 -50.23 -18.24 20.18 10.45



-4.56 -2.70 -0.51 -0.02 -0.11



Table 12: Results of the balancing test for AES 03only



a1act_expl__1 a1act_expl__2 a1act_expl__3 a1act_expl__4 a1form_agri_1 a1form_agri_2 a1form_agri_3 a1form_agri_4 a1form_agri_5 a1form_gene_2 a1form_gene_3 a1form_gene_4 a2act_expl__1 a2act_expl__2 a2act_expl__3 a2act_expl__4 a2form_agri_1 a2form_agri_2 a2form_agri_3 a2form_agri_4 a2form_agri_5 a2form_gene_2 a2form_gene_3 a2form_gene_4 ab age2_cj1 age_1 age_2 age_cj1 altitud aoc batchair ble_p bs1form_pro_1 bs1form_pro_2 bs1form_pro_3 bs1form_pro_4 bs1pluri_2 bs1pluri_3 bs1pluri_4 bs1pluri_5 bs2form_pro_1 bs2form_pro_2 bs2form_pro_3 bs2form_pro_4 bs2pluri_2 bs2pluri_3 bs2pluri_4 bs2pluri_5 cap_elev_1 cap_elev_2 cap_elev_3 cap_elev_5 cap_elev_9 charg charg_phae_0



X.treated 0.019 0.03 0.033 0.044 0.1 0.37 0.21 0.14 0.032 0.51 0.13 0.07 0.058 0.06 0.06 0.062 0.062 0.28 0.17 0.094 0 0.54 0.18 0.086 0.036 1.7e+03 40 41 40 1.8e+02 0.04 52 0.22 0.16 0.089 0.053 0.075 0.067 0.0019 0.0098 0.071 0.1 0.03 0.074 0.072 0.056 0 0.062 0.092 2.6 9.2 3.2 20 0 1.3e+02 0.74



X.diff.init -0.26 -0.083 -0.037 -0.0021 -0.012 0.17 0.14 0.1 0.024 0.17 0.057 0.012 -0.024 -0.0054 -0.05 -0.034 -0.022 0.028 0.077 0.06 0 0.026 0.039 0.02 0.029 -1.1e+03 -11 -2.5 -11 -38 0.0086 17 0.094 0.11 0.061 0.024 0.049 0.0096 -0.12 -0.087 -0.12 0.042 -0.027 1.6e-05 0.0021 0.00022 0 -0.02 -0.0017 1.5 6.5 0.92 7.5 0 1e+02 0.14



X.diff.match -0.022 -0.0017 -0.0032 6.6e-05 0.0047 0.012 8.6e-05 0.0016 0.0065 0.00064 0.0047 0.004 -0.0057 -0.0068 -0.0083 -0.00047 -0.015 0.005 0.019 0.021 0 0.021 0.0069 -0.015 0.0059 -72 -0.76 -0.42 -0.7 -3.5 0.0012 5.5 0.0065 0.0083 -0.0025 -0.00028 0.0076 -0.0021 -0.012 -0.009 0.00061 -0.002 -0.027 0.0047 0.0075 -0.0093 0 -0.0012 -0.0067 -0.33 0.072 0.027 0.23 0 6 0.011
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standard.init -78.02 -32.44 -16.66 -1.02 -3.74 37.31 39.99 36.24 17.38 35.06 18.56 4.77 -9.32 -2.25 -17.88 -12.59 -8.33 6.30 22.94 24.58



standard.match -6.75 -0.66 -1.45 0.03 1.50 2.70 0.03 0.58 4.68 0.13 1.52 1.65 -2.23 -2.82 -3.00 -0.17 -5.69 1.13 5.66 8.74



5.30 10.83 7.66 20.33 -94.72 -95.23 -33.59 -93.62 -19.70 4.63 6.62 52.88 38.80 25.89 11.97 22.69 3.98 -51.58 -39.44 -37.15 15.41 -13.24 0.01 0.83 0.10



4.14 1.91 -5.61 4.07 -6.48 -6.82 -5.59 -6.20 -1.83 0.66 2.13 3.68 2.81 -1.07 -0.14 3.48 -0.89 -4.99 -4.09 0.18 -0.71 -13.23 1.78 2.91 -4.05



-7.66 -0.57 7.99 30.28 1.45 6.30



-0.48 -2.30 -1.73 0.34 0.04 0.19



38.10 29.28



2.19 2.34



Table 12: Results of the balancing test for AES 03only



charg_phae_1 charg_phae_2 charg_phae_3 charg_phae_4 charg_phae_5 charg_phae_6 coexpl_2 colza_p comptdet compteuro confo conjoint1 cstofum cstolis cstopur dja eff_chept_1 eff_chept_2 eff_chept_17 eff_chept_21 eff_chept_22 eff_chept_26 eff_chept_32 eneren enfant_1 enfant_12 enz05 enz06 enz08 enz09 enz11 enz12 enz13 epand_p epandl etragr exp_agri exp_expl hebfer ichn2000 inform irri_p label lnsau mais_fourr_p mais_p maraich_p_0 maraich_p_2 maraich_p_3 maraich_p_4 moisb mtcfh nbbovm nbpco olae orge_p



X.treated 0.16 0.028 0.043 0.05 0.036 0.049 0.12 0.037 0.96 0.14 0.068 0.69 84 1.3e+02 29 0.41 23 8.2 1.7 6.8 2.5 2.1 48 0.0014 1.1 2.6 0.02 0.014 0.0067 0.14 0.026 0.043 0.00025 0.24 8.2 0.06 14 12 0.037 0.14 0.5 0.12 0.099 9 0.098 0.0012 0.016 0.0023 0 0.00072 3.8e+02 1.2e+02 7.7 10 0.15 0.06



X.diff.init -0.15 -0.014 -0.0035 0.0079 -0.0056 0.01 0.084 0.018 0.47 0.053 0.044 -0.00094 55 85 17 0.29 17 3.3 0.39 2.1 1.3 0.47 -14 0.0012 0.62 1.6 -0.013 -0.0033 0.0032 -0.13 -0.033 -0.067 -0.018 0.097 5.5 0.039 -4.1 -4.3 0.021 0.049 0.32 0.017 0.061 1.8 0.062 -0.0017 -0.017 -0.0026 0 -0.0069 2.2e+02 -61 5.1 4.2 0.12 0.022



X.diff.match -0.015 -0.0015 -0.0015 0.0025 0.0013 0.0032 0.0052 0.00046 0.035 0.0012 0.0007 -7.3e-05 6.6 11 3.2 0.0027 1.3 0.25 0.099 -0.76 0.36 -0.11 2 0.00081 0.026 0.07 0.00055 0.0012 0.0015 -0.0021 -0.0018 -0.0065 -0.0018 0.0081 1.3 0.0022 -0.35 -0.38 0.00059 0.0068 0.019 -0.0041 0.0014 0.13 0.0054 -0.00024 -0.0029 -5.9e-05 0 -0.00052 17 2.8 -0.0062 -0.23 0.015 0.001
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standard.init -35.30 -7.70 -1.68 3.73 -2.88 4.96 31.93 27.28 124.07 16.59 20.89 -0.20 31.30 19.00 8.19 70.66 77.77 18.91 2.19 5.86 6.00 2.32 -0.97 3.96 59.33 50.26 -8.31 -2.76 5.09 -32.53 -16.96 -26.11 -19.41 40.24 7.48 19.56 -38.30 -41.59 13.00 15.73 72.71 6.22 24.32 134.49 61.54 -7.38 -11.15 -4.31



standard.match -3.56 -0.82 -0.74 1.17 0.68 1.59 1.96 0.71 9.07 0.39 0.33 -0.02 3.73 2.40 1.52 0.66 5.88 1.41 0.55 -2.11 1.62 -0.52 0.14 2.78 2.50 2.16 0.36 1.04 2.38 -0.53 -0.92 -2.51 -1.97 3.37 1.78 1.10 -3.23 -3.74 0.37 2.16 4.21 -1.55 0.56 9.75 5.41 -1.05 -1.90 -0.10



-10.69 50.19 -15.69 36.06 9.02 43.22 26.04



-0.81 3.93 0.73 -0.04 -0.49 5.16 1.20



Table 12: Results of the balancing test for AES 03only



p_nitrate pama pente phyto pmsee2000 prair_art_p prair_sem_p pulvaut qual_aut ramgb ramha reflaic refval rrbma sau_prop sex_1 sex_2 sex_cj1 soil1 soil3 soil4 soil5 soil6 soja_p sth_p_0 sth_p_2 sth_p_3 sth_p_4 stocel stocont stocouv stofrai touart touaut tourest tourn_p trac3 trac170pl trac80134 trac135169 tracms55 trferm utataaf utatprm utatsai vendir verger_p_0 verger_p_2 verger_p_3 verger_p_4 vigne_p_0 vigne_p_2 vigne_p_3 vigne_p_4



X.treated 0.033 0.21 2.3 0.12 0.055 0.0094 0.091 39 0.18 3.8e+02 12 1.4e+05 6.5 9.2 0.29 0.094 0.63 0.94 0.28 0.21 0.18 0.0058 0.023 0.0042 0.79 0.24 0.11 0.03 6.8e+02 17 0.24 23 0.0012 0.0079 0.0074 0.013 9.8e+02 71 1.6e+03 2.5e+02 4.6e+02 0.049 1.4e+02 2.8e+02 1.6e+02 0.14 0.015 0.0022 0 0.00044 0.051 0.0014 0.0014 0



X.diff.init 0.026 0.16 -0.76 0.081 0.024 -0.0018 0.014 22 0.12 2.2e+02 6.7 1.1e+05 2.4 3.9 -0.29 -0.13 -0.077 0.17 0.0045 -0.064 0.047 -0.0097 0.0043 0.0023 0.12 0.13 0.039 -0.24 4.5e+02 11 0.14 15 6.8e-05 0.0026 0.0035 -0.0099 3.4e+02 54 9.7e+02 1.9e+02 -1e+02 -0.016 63 1.1e+02 39 0.0032 -0.029 -0.0064 0 -0.0091 -0.082 -0.025 -0.025 0



X.diff.match 0.0026 0.003 -0.05 0.013 0.002 0.00013 0.0044 3 0.0052 8.5 -2.9 8e+03 0.14 -0.98 -0.023 -0.0081 -0.031 0.013 -0.0039 0.002 -0.00079 -0.00071 0.0018 0.00058 0.0057 0.0096 0.0023 -0.018 -17 -4 0.018 2.9 -0.00018 0.0013 -0.0014 0.00046 27 6.2 51 8.4 -8 0.00021 7.5 0.86 -1.6 -0.0035 -0.0027 -0.00042 0 -0.00094 -0.0065 -0.0024 -0.0022 0
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standard.init 44.05 49.16 -25.13 29.93 11.82 -3.53 8.21 13.13 39.54 51.08 7.11 78.49 15.75 4.59 -82.03 -36.56 -16.43 48.63 1.57 -21.71 19.47 -15.23 4.29 8.16 28.09 35.26 13.23 -72.00 27.02 4.38 36.43 6.61 0.20 3.24 4.71 -14.39 41.82 23.19 96.23 41.21 -15.69 -6.82 21.15 9.75 3.28 0.90 -16.97 -8.70



standard.match 4.37 0.93 -1.65 4.77 1.01 0.25 2.62 1.77 1.65 1.98 -3.08 5.97 0.89 -1.15 -6.59 -2.24 -6.58 3.75 -1.33 0.67 -0.33 -1.12 1.84 2.06 1.29 2.56 0.79 -5.36 -1.03 -1.65 4.81 1.30 -0.53 1.66 -1.89 0.67 3.29 2.65 5.08 1.84 -1.20 0.09 2.52 0.07 -0.14 -0.99 -1.62 -0.57



-12.91 -28.60 -21.34 -21.27



-1.34 -2.28 -2.11 -1.89



Table 13: Results of the balancing test for AES 0301 w/o 09 and 08 ps_mae03ss09ss08 A1form_agri_1 A1form_agri_2 A1form_agri_3 A1form_agri_4 A1form_agri_5 A1form_gene_2 A1form_gene_3 A1form_gene_4 CJ1prof_con_1 CJ1prof_con_3 CJ1prof_con_4 Ccdex696_2 Ccdex696_3 Ccdex696_4 Ccdex696_5 Ccdex696_6 Fform_soc_2 Fform_soc_3 Fform_soc_4 Fform_soc_5 Fform_soc_6 Fform_soc_7 Fform_soc_8 Nnbre_coexp_2 Nnbre_coexp_3 Nnbre_coexp_4 Ootex1896_14 Ootex1896_28 Ootex1896_29 Ootex1896_37 Ootex1896_38 Ootex1896_39 Ootex1896_41 Ootex1896_42 Ootex1896_43 Ootex1896_44 Ootex1896_50 Ootex1896_60 Ootex1896_71 Ootex1896_72 Ootex1896_81 Ootex1896_82 Ootex1896_90 Ssuccession_1 Ssuccession_2 Ssuccession_3 Ssuccession_4 Ssuccession_5 Ssuccession_6 Ssuccession_7 Ssuccession_8 Ssuccession_9 Ttypeqir_1 Ttypeqir_2



X.treated 0.063 0.049 0.11 0.028 0.033 0.0072 0.35 0.23 0.23 0.4 0.029 0.098 0 0.017 0.12 0.51 0.35 0.19 0.24 0.00033 0.033 0.0023 0.001 0 0.24 0.065 0.0085 0.16 0.01 0.00033 0 0 0.0024 0.27 0.039 0.035 0.039 0.0027 0.015 0.021 0.013 0.19 0.012 0 0.0093 0.013 0.038 0.026 0.0056 0.0023 0 0.005 0.093 0.009 0.17



X.diff.init 0.055 0.00092 0.056 0.014 0.023 0.0045 0.035 0.1 0.12 0.17 -0.13 -0.12 0 -0.09 -0.083 0.26 0.25 0.14 0.16 -0.005 0.013 -0.0041 0.00024 0 0.16 0.048 0.0052 0.099 -0.0024 -0.015 0 0 -0.037 0.15 -0.069 0.016 -0.11 -0.016 -0.041 -0.027 -0.005 0.1 -0.03 0 0.0066 -0.015 0.0043 -0.027 -0.015 -0.0011 0 -0.12 -0.17 -0.025 0.069



X.diff.match 0 0.0026 0.014 -0.0088 -0.0037 0.00012 0.0094 -0.0077 0.0091 0.014 -0.012 -0.0041 0 -0.0096 0.016 0.022 0.0086 -0.0025 0.0069 -0.00055 -0.00024 -0.0013 -6.2e-05 0 -0.0019 -1e-05 -0.00066 0.0074 0.0012 -0.0017 0 0 -0.004 0.018 -0.0028 0.0021 -0.011 -0.0017 -0.0039 -0.0038 0.00061 0.0088 -0.0023 0 -0.00028 0.00051 -0.0004 -0.0016 -0.0031 0.00023 0 -0.013 -0.012 -0.0017 0.0075
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standard.init 134.50 0.43 20.53 9.36 15.93 6.47 7.32 26.80 32.97 35.93 -44.96 -34.05



standard.match 0.00 1.23 5.27 -6.11 -2.58 0.18 2.00 -2.03 2.45 2.98 -4.28 -1.14



-38.08 -22.76 56.16 64.63 42.84 43.72 -9.39 7.85 -6.24 0.81



-4.05 4.35 4.63 2.18 -0.78 1.93 -1.04 -0.15 -2.02 -0.21



44.76 24.30 6.84 31.30 -2.27 -16.99



-0.55 -0.01 -0.87 2.35 1.17 -1.96



-26.21 39.83 -26.67 9.63 -39.53 -15.46 -22.14 -14.86 -4.13 30.28 -18.54



-2.84 4.61 -1.09 1.28 -3.75 -1.64 -2.11 -2.10 0.50 2.60 -1.44



8.50 -10.31 2.31 -14.06 -13.41 -2.10



-0.36 0.36 -0.21 -0.81 -2.72 0.43



-49.21 -44.77 -17.33 20.00



-5.34 -3.15 -1.17 2.19



Table 13: Results of the balancing test for AES 0301 w/o 09 and 08 Ttypeqir_3 a1act_expl__1 a1act_expl__2 a1act_expl__3 a1act_expl__4 a1form_agri_1 a1form_agri_2 a1form_agri_3 a1form_agri_4 a1form_agri_5 a1form_gene_2 a1form_gene_3 a1form_gene_4 a2act_expl__1 a2act_expl__2 a2act_expl__3 a2act_expl__4 a2form_agri_1 a2form_agri_2 a2form_agri_3 a2form_agri_4 a2form_agri_5 a2form_gene_2 a2form_gene_3 a2form_gene_4 ab age2_cj1 age_1 age_2 age_cj1 altitud aoc batchair ble_p bs1form_pro_1 bs1form_pro_2 bs1form_pro_3 bs1form_pro_4 bs1pluri_2 bs1pluri_3 bs1pluri_4 bs1pluri_5 bs2form_pro_1 bs2form_pro_2 bs2form_pro_3 bs2form_pro_4 bs2pluri_2 bs2pluri_3 bs2pluri_4 bs2pluri_5 cap_elev_1 cap_elev_2 cap_elev_3 cap_elev_5 cap_elev_9



X.treated 0.039 0.01 0.031 0.035 0.043 0.11 0.38 0.2 0.12 0.027 0.49 0.14 0.053 0.061 0.079 0.073 0.091 0.07 0.24 0.21 0.073 0 0.47 0.19 0.094 0.043 1.7e+03 41 41 41 1.9e+02 0.042 47 0.21 0.15 0.095 0.054 0.068 0.062 0.0027 0.011 0.061 0.073 0.027 0.073 0.055 0.067 0 0.036 0.11 3 8.9 2.9 16 0



X.diff.init 0.0069 -0.27 -0.083 -0.035 -0.0026 -0.0041 0.17 0.13 0.087 0.019 0.14 0.064 -0.0032 -0.018 0.013 -0.037 -0.002 -0.015 -0.016 0.11 0.039 0 -0.046 0.06 0.033 0.037 -9.9e+02 -10 -2 -9.9 -37 0.017 11 0.079 0.11 0.066 0.024 0.042 0.0053 -0.12 -0.084 -0.14 0.011 -0.031 -0.0033 -0.017 0.016 0 -0.044 0.018 1.8 6 0.52 2.6 0



X.diff.match 0.0012 -0.031 -0.0034 -0.0028 0.0031 0.0039 0.024 0.0077 -0.0024 0.0031 0.0039 0.005 -0.006 4.4e-06 0.006 0.0014 0.017 -0.0019 0.0063 0.01 -0.004 0 -0.0029 0.0083 -0.012 0.0078 -87 -0.97 -0.2 -0.86 -2.4 0.0038 5.9 0.0027 0.013 -0.0011 0.0015 0.011 -0.0023 -0.013 -0.01 -0.0091 -0.034 -0.026 0.011 0.013 -0.0078 0 0.0026 0.0068 0.013 0.21 0.083 1 0
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standard.init 3.77 -82.30 -32.19 -15.74 -1.24 -1.28 38.79 38.60 32.48 14.56 29.63 20.80 -1.40 -6.96 5.05 -12.82 -0.68 -5.60 -3.58 31.62 17.19



standard.match 0.63 -9.59 -1.33 -1.26 1.49 1.24 5.42 2.29 -0.90 2.40 0.81 1.64 -2.66 0.00 2.31 0.48 5.84 -0.70 1.45 2.96 -1.79



-9.23 16.35 12.52 23.76 -89.09 -89.80 -26.71 -87.41 -18.44 9.54 4.45 43.40 37.28 27.62 12.00 19.88 2.23 -51.15 -38.29 -41.59 4.21 -15.40 -1.25 -7.03 6.99



-0.59 2.23 -4.55 5.01 -7.85 -8.67 -2.64 -7.59 -1.20 2.10 2.40 1.48 4.60 -0.47 0.75 5.07 -0.99 -5.64 -4.65 -2.78 -13.35 -13.06 4.18 5.51 -3.32



-18.74 5.84 9.42 27.91 0.81 2.42



1.10 2.26 0.07 0.99 0.13 0.97



Table 13: Results of the balancing test for AES 0301 w/o 09 and 08 charg charg_phae_0 charg_phae_1 charg_phae_2 charg_phae_3 charg_phae_4 charg_phae_5 charg_phae_6 coexpl_2 colza_p comptdet compteuro confo conjoint1 cstofum cstolis cstopur dja eff_chept_1 eff_chept_2 eff_chept_17 eff_chept_21 eff_chept_22 eff_chept_26 eff_chept_32 eneren enfant_1 enfant_12 enz05 enz06 enz08 enz09 enz11 enz12 enz13 epand_p epandl etragr exp_agri exp_expl hebfer ichn2000 inform irri_p label lnsau mais_fourr_p mais_p maraich_p_0 maraich_p_2 maraich_p_3 maraich_p_4 moisb mtcfh nbbovm



X.treated 1.2e+02 0.75 0.16 0.033 0.048 0.045 0.036 0.057 0.11 0.036 0.95 0.15 0.068 0.69 81 1.1e+02 27 0.38 23 8.8 2.1 7 3.2 1.7 39 0.00033 1 2.4 0.024 0.019 0.0073 0.14 0.027 0.045 0 0.25 8.1 0.056 15 12 0.037 0.16 0.49 0.11 0.11 9 0.099 0.00079 0.017 0.0029 0 0.001 3.7e+02 1.2e+02 7.9



X.diff.init 98 0.12 -0.14 -0.011 -0.00068 -0.00065 -0.008 0.015 0.074 0.016 0.47 0.059 0.042 0.0092 51 61 15 0.27 16 3.5 0.7 2.1 2 0.008 -26 3.9e-05 0.57 1.4 -0.011 0.00083 0.0037 -0.12 -0.033 -0.055 0 0.096 5.3 0.034 -3.7 -3.7 0.021 0.07 0.32 0.0084 0.074 1.7 0.06 -0.0022 -0.013 -0.0011 0 -0.0063 2e+02 -54 5.2



X.diff.match -0.33 0.011 -0.018 -0.0021 0.00022 0.0025 0.0014 0.0021 -0.002 7.9e-05 0.043 0.0064 0.00053 0.0064 5.7 1.4 1.8 0.016 0.88 0.37 0.24 -0.94 0.93 -0.065 0.23 2.2e-06 0.028 0.064 -0.00094 0.004 0.0017 0.0047 -0.0017 -0.0037 0 0.01 2 0.00018 -0.45 -0.38 -0.00028 0.013 0.015 -0.0029 0.0065 0.14 0.0049 -0.00038 -0.00067 0.0004 0 -0.00053 12 -0.22 0.16
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standard.init 36.27 26.02 -34.30 -5.63 -0.32 -0.31 -4.07 7.15 28.71 24.18 121.16 18.35 20.09 1.99 28.63 14.05 7.16 65.36 75.45 19.28 3.63 5.93 8.34 0.04 -1.83 0.22 55.59 44.80 -6.93 0.63 5.53 -30.40 -16.76 -21.68



standard.match -0.12 2.33 -4.22 -1.08 0.10 1.20 0.72 0.99 -0.76 0.12 11.03 1.99 0.25 1.38 3.25 0.32 0.83 3.92 4.10 2.03 1.23 -2.66 3.86 -0.34 0.02 0.01 2.73 2.08 -0.58 3.09 2.55 1.21 -0.86 -1.47



38.99 7.21 17.65 -34.27 -36.15 13.31 21.07 72.64 3.32 27.94 128.92 59.44 -9.40 -8.37 -1.85



4.24 2.74 0.09 -4.16 -3.70 -0.17 3.87 3.46 -1.15 2.45 10.48 4.81 -1.63 -0.44 0.68



-9.81 46.12 -13.74 34.53



-0.82 2.76 -0.06 1.09



Table 13: Results of the balancing test for AES 0301 w/o 09 and 08 nbpco olae orge_p p_nitrate pama pente phyto pmsee2000 prair_art_p prair_sem_p pulvaut qual_aut ramgb ramha reflaic refval rrbma sau_prop sex_1 sex_2 sex_cj1 soil1 soil3 soil4 soil5 soil6 soja_p sth_p_0 sth_p_2 sth_p_3 sth_p_4 stocel stocont stocouv stofrai touart touaut tourest tourn_p trac3 trac170pl trac80134 trac135169 tracms55 trferm utataaf utatprm utatsai vendir verger_p_0 verger_p_2 verger_p_3 verger_p_4 vigne_p_0 vigne_p_2



X.treated 11 0.16 0.06 0.031 0.19 2.4 0.12 0.069 0.0091 0.1 39 0.18 3.8e+02 9.6 1.3e+05 7 7.8 0.29 0.083 0.61 0.94 0.27 0.22 0.18 0.0069 0.025 0.0037 0.8 0.25 0.13 0.038 6.8e+02 25 0.25 28 0.0017 0.009 0.0033 0.013 9.7e+02 73 1.5e+03 2.6e+02 4.9e+02 0.045 1.4e+02 2.8e+02 1.2e+02 0.15 0.0071 0.0011 0 0.00061 0.04 0.00067



X.diff.init 4.8 0.12 0.02 0.024 0.15 -0.65 0.082 0.037 -0.0021 0.019 25 0.12 2.2e+02 4 9.6e+04 2.7 2.3 -0.28 -0.14 -0.098 0.18 -0.0022 -0.06 0.047 -0.0092 0.0059 0.0016 0.11 0.14 0.05 -0.25 4.4e+02 19 0.14 20 0.00047 0.0038 -0.00054 -0.0099 3.4e+02 55 8.9e+02 1.9e+02 -53 -0.0027 69 1.3e+02 21 0.0095 -0.029 -0.0052 0 -0.0077 -0.045 -0.0082



X.diff.match 0.088 0.013 -0.00041 0.00091 0.0041 -0.016 0.0066 0.0072 -3.3e-05 0.0065 0.63 0.0046 11 -3.6 4.6e+03 0.2 -0.93 -0.025 -0.015 -0.042 0.019 -0.0034 -0.0013 -0.0023 -0.00066 0.0024 0.00064 0.0051 0.016 0.0063 -0.022 -34 3 0.019 3.7 0.00017 0.0013 -0.0047 3.8e-05 28 5.5 36 5 11 0.0012 12 -3.8 -11 8.2e-05 -0.0029 -0.00045 0 -0.0009 -0.00016 -0.00089
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standard.init 10.19 43.64 23.52 42.58 46.07 -21.23 30.65 16.74 -4.35 10.69 15.16 37.97 49.80 4.50 75.13 17.02 2.75 -77.07 -40.36 -20.71 51.88 -0.77 -19.89 19.07 -13.76 5.68 5.73 24.71 36.54 16.49 -71.83 26.11 7.00 36.02 8.59 1.26 4.55 -0.91 -14.52 43.79 23.32 87.32 41.05 -8.06 -1.27 23.12 11.76 1.84 2.73 -20.19 -8.50



standard.match 0.19 4.41 -0.48 1.60 1.28 -0.53 2.47 3.30 -0.07 3.73 0.38 1.45 2.61 -4.13 3.59 1.24 -1.12 -6.91 -4.10 -8.95 5.46 -1.19 -0.45 -0.94 -0.99 2.31 2.27 1.19 4.28 2.08 -6.24 -2.02 1.11 5.07 1.58 0.46 1.60 -7.83 0.06 3.61 2.35 3.50 1.07 1.64 0.56 4.02 -0.35 -1.00 0.02 -2.00 -0.73



-11.59 -18.68 -11.95



-1.36 -0.06 -1.30



Table 13: Results of the balancing test for AES 0301 w/o 09 and 08 vigne_p_3 vigne_p_4



X.treated 0 0



X.diff.init 0 0



X.diff.match 0 0
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standard.init



standard.match



Table 14: Results of the balancing test for AES 04



ps_mae04 A1form_agri_1 A1form_agri_2 A1form_agri_3 A1form_agri_4 A1form_agri_5 A1form_gene_2 A1form_gene_3 A1form_gene_4 CJ1prof_con_1 CJ1prof_con_3 CJ1prof_con_4 Ccdex696_2 Ccdex696_3 Ccdex696_4 Ccdex696_5 Ccdex696_6 Fform_soc_2 Fform_soc_3 Fform_soc_4 Fform_soc_5 Fform_soc_6 Fform_soc_7 Fform_soc_8 Nnbre_coexp_2 Nnbre_coexp_3 Nnbre_coexp_4 Ootex1896_14 Ootex1896_28 Ootex1896_29 Ootex1896_37 Ootex1896_38 Ootex1896_39 Ootex1896_41 Ootex1896_42 Ootex1896_43 Ootex1896_44 Ootex1896_50 Ootex1896_60 Ootex1896_71 Ootex1896_72 Ootex1896_81 Ootex1896_82 Ootex1896_90 Ssuccession_1 Ssuccession_2 Ssuccession_3 Ssuccession_4 Ssuccession_5 Ssuccession_6 Ssuccession_7 Ssuccession_8 Ssuccession_9 Ttypeqir_1 Ttypeqir_2 Ttypeqir_3



X.treated 0.11 0.035 0.061 0.029 0.028 0.0072 0.38 0.22 0.27 0.32 0.023 0.12 0 0.01 0.073 0.5 0.42 0.18 0.3 0.0031 0.037 0.0043 0.00033 0 0.26 0.064 0.012 0.12 0.002 0.0016 0.025 0.016 0.01 0.08 0.0057 0.025 0.0045 0.0086 0.052 0.011 0.0031 0.19 0.022 0 0.0091 0.0097 0.054 0.035 0.0013 0.0015 0.0015 0.0064 0.064 0.014 0.24 0.087



X.diff.init 0.1 -0.0099 0.011 0.015 0.019 0.0044 0.057 0.088 0.15 0.083 -0.13 -0.12 0 -0.097 -0.12 0.26 0.31 0.14 0.22 -0.0028 0.0088 -0.0037 -0.00035 0 0.18 0.047 0.0086 0.069 -0.0011 -0.012 -0.083 -0.044 -0.03 -0.012 -0.082 0.0094 -0.12 -0.0069 -0.00045 -0.028 -0.011 0.12 -0.013 0 0.006 -0.022 0.016 -0.025 -0.018 -0.0021 -0.0036 -0.11 -0.19 -0.026 0.15 0.059



X.diff.match 0 0.0018 0.006 0.0037 -0.00067 -0.0014 0.027 -0.0017 -0.012 0.025 -0.0077 -0.014 0 -0.0066 0.0072 0.041 -0.0066 -0.0042 0.0014 -8.8e-05 0.0019 0.00049 -9.2e-05 0 -0.0048 0.00044 0.00031 -0.00012 0.00018 -0.001 -0.0044 -0.00061 -0.0039 0.0042 -0.0072 0.00047 -0.012 7.1e-05 0.0034 -0.0031 -0.00029 0.0062 -0.00085 0 -0.00013 -0.0005 0.0022 0.002 -0.0013 0.00024 0.00023 -0.0089 -0.0061 -0.0015 0.0039 0.00029
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standard.init 156.29 -5.04 4.85 10.45 13.75 6.21 12.00 23.34 38.20 18.57 -46.85 -30.55



standard.match 0.00 0.90 2.63 2.54 -0.49 -1.96 5.57 -0.45 -3.22 5.54 -2.79 -3.79



-41.96 -36.50 54.83 74.17 43.74 58.05 -4.23 4.97 -4.73 -1.55



-2.86 2.16 8.89 -1.60 -1.34 0.37 -0.13 1.09 0.62 -0.41



49.70 23.85 9.71 24.44 -2.17 -13.49 -33.79 -22.99 -19.33 -4.34 -39.71 6.65 -50.89 -6.30 -0.20 -18.38 -12.14 35.98 -8.02



-1.33 0.22 0.36 -0.04 0.36 -1.20 -1.78 -0.32 -2.49 1.48 -3.45 0.33 -4.96 0.07 1.53 -1.98 -0.32 1.87 -0.51



7.65 -15.41 7.89 -11.61 -17.73 -4.15 -6.29 -46.81 -54.19 -16.22 42.39 25.69



-0.17 -0.35 1.06 0.92 -1.27 0.48 0.40 -3.83 -1.72 -0.95 1.07 0.13



Table 14: Results of the balancing test for AES 04



a1act_expl__1 a1act_expl__2 a1act_expl__3 a1act_expl__4 a1form_agri_1 a1form_agri_2 a1form_agri_3 a1form_agri_4 a1form_agri_5 a1form_gene_2 a1form_gene_3 a1form_gene_4 a2act_expl__1 a2act_expl__2 a2act_expl__3 a2act_expl__4 a2form_agri_1 a2form_agri_2 a2form_agri_3 a2form_agri_4 a2form_agri_5 a2form_gene_2 a2form_gene_3 a2form_gene_4 ab age2_cj1 age_1 age_2 age_cj1 altitud aoc batchair ble_p bs1form_pro_1 bs1form_pro_2 bs1form_pro_3 bs1form_pro_4 bs1pluri_2 bs1pluri_3 bs1pluri_4 bs1pluri_5 bs2form_pro_1 bs2form_pro_2 bs2form_pro_3 bs2form_pro_4 bs2pluri_2 bs2pluri_3 bs2pluri_4 bs2pluri_5 cap_elev_1 cap_elev_2 cap_elev_3 cap_elev_5 cap_elev_9 charg charg_phae_0



X.treated 0.015 0.032 0.043 0.065 0.082 0.37 0.22 0.14 0.026 0.52 0.15 0.075 0.064 0.073 0.13 0.082 0.065 0.29 0.12 0.045 0.018 0.5 0.18 0.1 0.012 1.7e+03 41 42 40 1.7e+02 0.025 66 0.25 0.14 0.097 0.057 0.06 0.083 0.00099 0.0066 0.091 0.084 0.076 0.086 0.093 0.042 0 0.05 0.1 1 5.9 2.9 18 3.3 1e+02 0.52



X.diff.init -0.28 -0.083 -0.028 0.02 -0.027 0.17 0.15 0.11 0.017 0.18 0.064 0.011 -0.021 0.0031 0.017 -0.013 -0.018 0.059 0.038 0.014 0.0096 0.0058 0.039 0.032 0.0065 -1.1e+03 -10 -2 -11 -46 -0.0044 35 0.14 0.098 0.068 0.029 0.035 0.021 -0.12 -0.1 -0.11 0.027 0.017 0.016 0.024 -0.023 0 -0.034 0.0032 0.061 3.5 0.88 6.6 -8.3 80 -0.011



X.diff.match -0.028 -0.004 -0.0011 0.0054 0.0023 0.027 0.0086 -0.0058 -0.0012 0.012 -0.0019 -0.0051 0.0025 -0.003 -0.00034 0.013 0.0098 -0.018 -0.0081 -0.019 -0.00039 -0.014 0.01 -0.002 0.0019 -44 -0.39 0.44 -0.35 -4.5 0.00049 -3.8 0.0083 0.0021 0.0034 0.0013 -0.0092 0.0018 -0.012 -0.01 -0.0096 -0.0086 0.0046 0.0067 -0.0063 -0.019 0 0.0017 0.0043 -0.16 0.056 0.23 1 -0.9 -5.2 -0.0023
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standard.init -83.18 -32.14 -11.91 8.68 -9.15 38.47 44.07 37.75 13.20 36.18 20.14 4.51 -8.13 1.20 5.21 -4.65 -6.68 13.29 12.50 7.19 8.55 1.15 10.67 11.25 6.94 -93.26 -91.78 -26.88 -92.60 -27.60 -2.70 12.39 82.32 34.82 28.21 14.44 17.08 8.23 -52.22 -44.49 -30.54 10.44 6.96 5.97 8.65 -10.13



standard.match -8.27 -1.55 -0.47 2.38 0.78 6.03 2.51 -2.06 -0.93 2.46 -0.59 -2.02 0.96 -1.16 -0.10 4.71 3.74 -4.12 -2.65 -10.05 -0.35 -2.86 2.81 -0.71 2.04 -3.87 -3.45 5.86 -3.03 -2.70 0.30 -1.33 4.79 0.76 1.42 0.64 -4.57 0.69 -5.25 -4.57 -2.76 -3.34 1.83 2.52 -2.32 -8.55



-13.48 1.07 0.38 18.63 1.51 5.54 -1.52 33.12 -2.14



0.68 1.44 -0.98 0.29 0.39 0.84 -0.17 -2.15 -0.45



Table 14: Results of the balancing test for AES 04



charg_phae_1 charg_phae_2 charg_phae_3 charg_phae_4 charg_phae_5 charg_phae_6 coexpl_2 colza_p comptdet compteuro confo conjoint1 cstofum cstolis cstopur dja eff_chept_1 eff_chept_2 eff_chept_17 eff_chept_21 eff_chept_22 eff_chept_26 eff_chept_32 eneren enfant_1 enfant_12 enz05 enz06 enz08 enz09 enz11 enz12 enz13 epand_p epandl etragr exp_agri exp_expl hebfer ichn2000 inform irri_p label lnsau mais_fourr_p mais_p maraich_p_0 maraich_p_2 maraich_p_3 maraich_p_4 moisb mtcfh nbbovm nbpco olae orge_p



X.treated 0.2 0.029 0.031 0.047 0.031 0.04 0.13 0.063 0.95 0.22 0.056 0.68 59 80 16 0.38 13 6.9 1.3 4.8 0.3 2 20 0.00017 1 2.3 0.0032 0.0053 0.0013 0.14 0.0056 0.21 0.0013 0.14 4.7 0.099 15 12 0.031 0.1 0.56 0.18 0.071 9.2 0.045 0.0046 0.012 0 0 0 4.7e+02 1.3e+02 5.9 5.6 0.11 0.066



X.diff.init -0.071 -0.0073 -0.0098 0.0093 -0.0058 0.0061 0.097 0.046 0.48 0.14 0.035 -0.0067 34 43 6.3 0.27 8 2.5 0.13 0.74 -0.74 0.64 -35 -7e-05 0.57 1.3 -0.026 -0.01 -0.0018 -0.12 -0.05 0.073 -0.02 0.018 2.2 0.078 -3.4 -4.3 0.014 0.027 0.39 0.093 0.038 2.1 0.013 0.0021 -0.0056 0 0 0 3.3e+02 -42 3.6 0.58 0.084 0.032



X.diff.match -0.0068 -0.0042 0.0015 0.0037 1.3e-05 -0.0026 0.0029 0.00098 0.038 -0.003 0.0046 0.0038 -0.47 1.2 0.56 -0.0037 0.42 0.22 0.21 -0.54 -0.084 0.1 -5.6 -0.00015 -0.0095 -0.027 -0.0012 -0.0016 -9.6e-05 -0.008 -0.0048 0.016 -0.0022 0.00076 0.48 0.005 0.16 -0.03 0.00051 0.0078 0.003 0.00017 -0.0035 0.14 0.0017 0.00036 0.00082 0 0 0 17 4.8 -0.012 -0.65 0.01 0.0025
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standard.init -16.91 -4.10 -5.26 4.66 -3.24 3.22 35.88 62.40 125.91 41.07 18.13 -1.45 21.61 10.88 3.27 67.15 39.90 16.08 0.94 2.31 -5.21 3.30 -2.70 -0.49 57.03 44.90 -21.62 -10.79 -4.27 -30.13 -31.09 19.48 -20.04 8.36 3.59 33.55 -31.71 -41.26 9.28 9.55 87.25 34.06 17.04 154.81 16.05 7.11 -4.59



standard.match -1.60 -2.34 0.82 1.86 0.01 -1.40 1.07 1.33 9.88 -0.85 2.40 0.82 -0.30 0.29 0.29 -0.91 2.09 1.38 1.46 -1.68 -0.59 0.53 -0.44 -1.03 -0.96 -0.93 -1.01 -1.68 -0.23 -2.05 -2.95 4.39 -2.13 0.35 0.79 2.15 1.52 -0.29 0.34 2.70 0.67 0.06 -1.56 10.46 2.12 1.22 0.67



75.07 -11.09 26.84 1.49 33.63 38.25



3.78 1.27 -0.09 -1.67 4.09 3.01



Table 14: Results of the balancing test for AES 04



p_nitrate pama pente phyto pmsee2000 prair_art_p prair_sem_p pulvaut qual_aut ramgb ramha reflaic refval rrbma sau_prop sex_1 sex_2 sex_cj1 soil1 soil3 soil4 soil5 soil6 soja_p sth_p_0 sth_p_2 sth_p_3 sth_p_4 stocel stocont stocouv stofrai touart touaut tourest tourn_p trac3 trac170pl trac80134 trac135169 tracms55 trferm utataaf utatprm utatsai vendir verger_p_0 verger_p_2 verger_p_3 verger_p_4 vigne_p_0 vigne_p_2 vigne_p_3 vigne_p_4



X.treated 0.02 0.15 2.1 0.15 0.018 0.0097 0.049 45 0.16 3e+02 9.6 8.3e+04 5.9 16 0.32 0.096 0.72 0.93 0.33 0.19 0.14 0.0035 0.0077 0.0099 0.57 0.14 0.046 0.00091 1.2e+03 16 0.14 19 0.0018 0.014 0.0058 0.044 9e+02 80 1.6e+03 3.2e+02 4.3e+02 0.092 1.1e+02 2.6e+02 2.1e+02 0.15 0.027 0.0023 0 0.0014 0.15 0.018 0.01 0.02



X.diff.init 0.014 0.11 -1.1 0.11 -0.0094 -2.6e-05 -0.018 25 0.11 1.6e+02 5 5.3e+04 2.4 11 -0.28 -0.13 0.0064 0.17 0.047 -0.073 0.011 -0.011 -0.0087 0.0082 -0.021 0.046 -0.02 -0.24 1e+03 11 0.043 12 0.00082 0.0081 0.0023 0.024 2.7e+02 64 1.1e+03 2.7e+02 -1.4e+02 -0.0033 36 59 65 0.0044 -0.014 -0.0052 0 -0.007 -0.1 -0.0054 -0.013 -0.11



X.diff.match 0.00045 0.0057 -0.059 0.0042 -0.0011 0.0009 -0.0009 -1.5 -0.00022 16 0.96 2.3e+03 0.17 1.9 -0.015 -0.011 0.028 0.0049 0.0062 -0.0018 -0.0034 -0.0014 -0.001 0.00068 -0.012 0.0039 0.0017 -0.025 -56 0.66 0.0089 -2.7 0.0003 0.00011 0.0004 0.0042 41 -0.14 55 -2.3 -8.5 0.0046 3.1 -14 -1.6 -9.4e-05 -0.00057 -0.00014 0 -0.0012 0.0034 0.002 -0.00056 -0.0067
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standard.init 28.09 36.53 -39.39 37.63 -6.36 -0.05 -12.41 14.53 38.05 38.87 6.35 43.23 16.31 11.07 -75.95 -36.67 1.43 47.62 15.26 -26.08 4.74 -19.70 -12.00 24.46 -4.23 14.27 -8.53 -78.81 49.47 4.87 13.34 5.93 2.18 8.11 3.36 27.68 32.58 26.97 107.34 57.45 -20.21 -1.12 13.52 4.93 5.67 1.23 -7.98 -7.40



standard.match 0.90 1.91 -2.06 1.44 -0.72 1.82 -0.62 -0.84 -0.07 3.77 1.22 1.88 1.18 1.94 -4.12 -3.04 6.18 1.39 2.03 -0.65 -1.48 -2.37 -1.38 2.03 -2.48 1.19 0.73 -8.13 -2.76 0.29 2.79 -1.36 0.80 0.11 0.59 4.91 4.86 -0.06 5.49 -0.49 -1.23 1.59 1.17 -1.13 -0.14 -0.03 -0.31 -0.20



-10.06 -25.37 -3.83 -9.95 -43.14



-1.65 0.85 1.39 -0.44 -2.57



Table 15: Results of the balancing test for AES 08



ps_mae08 A1form_agri_1 A1form_agri_2 A1form_agri_3 A1form_agri_4 A1form_agri_5 A1form_gene_2 A1form_gene_3 A1form_gene_4 CJ1prof_con_1 CJ1prof_con_3 CJ1prof_con_4 Ccdex696_2 Ccdex696_3 Ccdex696_4 Ccdex696_5 Ccdex696_6 Fform_soc_2 Fform_soc_3 Fform_soc_4 Fform_soc_5 Fform_soc_6 Fform_soc_7 Fform_soc_8 Nnbre_coexp_2 Nnbre_coexp_3 Nnbre_coexp_4 Ootex1896_14 Ootex1896_28 Ootex1896_29 Ootex1896_37 Ootex1896_38 Ootex1896_39 Ootex1896_41 Ootex1896_42 Ootex1896_43 Ootex1896_44 Ootex1896_50 Ootex1896_60 Ootex1896_71 Ootex1896_72 Ootex1896_81 Ootex1896_82 Ootex1896_90 Ssuccession_1 Ssuccession_2 Ssuccession_3 Ssuccession_4 Ssuccession_5 Ssuccession_6 Ssuccession_7 Ssuccession_8 Ssuccession_9 Ttypeqir_1 Ttypeqir_2 Ttypeqir_3



X.treated 0.14 0.029 0.069 0.03 0.031 0.0086 0.36 0.25 0.26 0.3 0.013 0.16 0.002 0.024 0.16 0.51 0.3 0.17 0.25 0.0034 0.047 0.0051 0.00039 7.6e-05 0.23 0.066 0.013 0.075 0.0036 0.0015 0.14 0.084 0.059 0.11 0.038 0.015 0.013 0.0088 0.071 0.02 0.016 0.096 0.023 0 0.0088 0.0086 0.043 0.03 0.0016 0.003 0.0043 0.0083 0.075 0.08 0.22 0.1



X.diff.init 0.12 -0.015 0.021 0.016 0.021 0.0059 0.047 0.12 0.14 0.079 -0.14 -0.092 -0.096 -0.074 -0.021 0.28 0.2 0.13 0.18 -0.0028 0.021 -0.0033 -0.00042 -0.00053 0.16 0.05 0.0095 0.024 -0.013 -0.012 0.033 0.025 0.013 0.026 -0.055 0.0001 -0.11 -0.006 0.017 -0.017 0.0033 0.03 -0.011 0 0.0058 -0.024 0.0067 -0.029 -0.018 -0.00046 -0.0009 -0.11 -0.18 0.034 0.13 0.074



X.diff.match 0 0.0018 -0.0022 -0.00073 0.001 0.0002 0.0052 -0.001 0.0039 0.012 -0.0077 -0.01 -0.0062 -0.0013 0.0094 0.019 -0.0021 0.00023 0.00018 0.00021 0.0026 0.00083 -0.00014 -1.8e-05 0.0017 0.0035 -0.001 0.0028 1.3e-05 -0.00037 0.00036 -0.0039 -0.0011 0.0042 -0.003 0.00017 -0.007 -0.00052 -0.00084 -0.0036 -0.001 0.0044 -8.1e-05 0 0.00013 -0.0011 -0.00082 -0.00084 -0.0013 0.00024 -0.0012 -0.0051 -0.0061 -0.0031 0.0049 0.0011
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standard.init 144.41 -7.94 8.83 11.11 14.69 7.96 10.01 30.61 36.98 17.89 -53.56 -23.05 -45.03 -31.28 -5.67 62.02 52.45 41.72 50.88 -4.07 11.12 -4.00 -1.74 -2.88 45.06 25.26 10.62 9.69 -12.68 -13.83 9.91 9.64 6.05 8.62 -22.47 0.08 -44.95 -5.57 6.87 -10.23 2.76 11.02 -6.64



standard.match 0.00 0.93 -0.94 -0.50 0.74 0.26 1.10 -0.27 1.02 2.71 -2.86 -2.58 -2.91 -0.54 2.52 4.03 -0.55 0.08 0.05 0.31 1.40 1.01 -0.56 -0.10 0.50 1.76 -1.17 1.14 0.01 -0.43 0.11 -1.50 -0.50 1.42 -1.24 0.14 -2.86 -0.48 -0.35 -2.17 -0.85 1.62 -0.05



7.54 -16.83 3.45 -14.09 -17.63 -0.81 -1.30 -47.34 -51.16 14.04 35.92 30.19



0.17 -0.75 -0.42 -0.41 -1.24 0.42 -1.79 -2.13 -1.68 -1.29 1.37 0.45



Table 15: Results of the balancing test for AES 08



a1act_expl__1 a1act_expl__2 a1act_expl__3 a1act_expl__4 a1form_agri_1 a1form_agri_2 a1form_agri_3 a1form_agri_4 a1form_agri_5 a1form_gene_2 a1form_gene_3 a1form_gene_4 a2act_expl__1 a2act_expl__2 a2act_expl__3 a2act_expl__4 a2form_agri_1 a2form_agri_2 a2form_agri_3 a2form_agri_4 a2form_agri_5 a2form_gene_2 a2form_gene_3 a2form_gene_4 ab age2_cj1 age_1 age_2 age_cj1 altitud aoc batchair ble_p bs1form_pro_1 bs1form_pro_2 bs1form_pro_3 bs1form_pro_4 bs1pluri_2 bs1pluri_3 bs1pluri_4 bs1pluri_5 bs2form_pro_1 bs2form_pro_2 bs2form_pro_3 bs2form_pro_4 bs2pluri_2 bs2pluri_3 bs2pluri_4 bs2pluri_5 cap_elev_1 cap_elev_2 cap_elev_3 cap_elev_5 cap_elev_9 charg charg_phae_0



X.treated 0.017 0.03 0.037 0.065 0.087 0.35 0.19 0.14 0.025 0.51 0.15 0.087 0.062 0.066 0.1 0.07 0.061 0.3 0.067 0.052 0.013 0.55 0.14 0.083 0.015 1.7e+03 41 42 40 1.8e+02 0.049 56 0.14 0.11 0.087 0.06 0.088 0.061 0.00091 0.012 0.099 0.082 0.068 0.13 0.087 0.053 0 0.076 0.076 2.1 4.8 4.3 22 1.8 55 0.44



X.diff.init -0.28 -0.097 -0.039 0.018 -0.018 0.17 0.13 0.1 0.017 0.17 0.065 0.022 -0.027 -0.0033 -0.012 -0.024 -0.02 0.066 -0.02 0.02 0.0048 0.059 0.0011 0.0094 0.0082 -1.1e+03 -11 -2.1 -11 -32 0.021 28 0.035 0.074 0.059 0.035 0.064 -0.00077 -0.13 -0.097 -0.11 0.025 0.01 0.057 0.018 -0.014 0 -0.012 -0.022 1.3 2.6 2.4 12 -8.5 34 -0.071



X.diff.match -0.016 -0.0046 -0.0027 0.0015 0.0048 0.0096 0.0037 -2.1e-05 6.3e-05 0.00082 0.0021 -9.3e-05 0.0044 0.0012 0.015 -0.0049 0.0033 -0.0068 -0.0073 -0.0032 0.0031 0.0061 -0.003 0.002 0.00018 -57 -0.43 0.43 -0.53 0.99 -0.00054 -1.2 0.0036 0.0018 -0.00037 0.0001 0.0039 0.00045 -0.0091 -0.0072 -0.0056 0.0016 -0.0011 0.00054 -0.01 0.0026 0 0.0033 -0.0039 -1 -0.12 -0.15 -0.18 -0.21 -1.6 -0.00068
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standard.init -83.69 -36.66 -17.05 7.91 -5.96 37.90 38.61 37.15 12.99 35.73 20.63 8.46 -10.43 -1.32 -3.87 -8.78 -7.90 15.06 -7.47 10.18 4.76 11.76 0.31 3.49 8.01 -96.17 -95.46 -28.82 -95.29 -16.84 10.81 10.15 20.54 28.57 25.53 17.37 27.96 -0.32 -54.12 -41.50 -30.97 9.67 4.33 19.43 6.88 -5.74



standard.match -4.71 -1.73 -1.17 0.66 1.62 2.19 1.11 -0.01 0.05 0.17 0.67 -0.04 1.68 0.47 4.85 -1.77 1.28 -1.55 -2.73 -1.57 3.07 1.23 -0.86 0.75 0.18 -4.98 -3.83 5.84 -4.63 0.52 -0.28 -0.42 2.12 0.67 -0.16 0.05 1.69 0.19 -3.82 -3.07 -1.58 0.61 -0.47 0.18 -3.88 1.10



-4.20 -7.98 6.01 15.63 3.69 9.74 -1.66 17.04 -14.15



1.21 -1.37 -4.81 -0.68 -0.22 -0.15 -0.04 -0.80 -0.14



Table 15: Results of the balancing test for AES 08



charg_phae_1 charg_phae_2 charg_phae_3 charg_phae_4 charg_phae_5 charg_phae_6 coexpl_2 colza_p comptdet compteuro confo conjoint1 cstofum cstolis cstopur dja eff_chept_1 eff_chept_2 eff_chept_17 eff_chept_21 eff_chept_22 eff_chept_26 eff_chept_32 eneren enfant_1 enfant_12 enz05 enz06 enz08 enz09 enz11 enz12 enz13 epand_p epandl etragr exp_agri exp_expl hebfer ichn2000 inform irri_p label lnsau mais_fourr_p mais_p maraich_p_0 maraich_p_2 maraich_p_3 maraich_p_4 moisb mtcfh nbbovm nbpco olae orge_p



X.treated 0.16 0.026 0.032 0.04 0.039 0.024 0.12 0.029 0.9 0.23 0.068 0.7 53 95 16 0.38 10 7.1 0.81 6.1 0.35 2.3 46 0.00045 0.97 2.2 0.0093 0.0084 0.0013 0.27 0.046 0.3 0.025 0.16 6.6 0.055 14 11 0.037 0.14 0.5 0.21 0.089 8.6 0.045 0.0043 0.025 0.0014 7.6e-05 0.00019 2.4e+02 1.5e+02 4.2 7 0.1 0.034



X.diff.init -0.11 -0.011 -0.0082 0.0033 0.0045 -0.0083 0.089 0.013 0.46 0.15 0.047 0.0028 31 62 6.6 0.28 5.4 3.1 -0.23 2.1 -0.58 1 -2.9 0.00024 0.53 1.3 -0.021 -0.0078 -0.0016 0.013 -0.013 0.15 0.0012 0.034 4.2 0.037 -4.3 -4.7 0.02 0.063 0.33 0.11 0.057 1.6 0.016 0.0019 -0.0082 -0.0033 -0.0033 -0.0068 1.1e+02 -34 2.2 2.1 0.077 0.0011



X.diff.match -0.00016 0.0021 0.0014 -0.0011 0.00038 -0.00059 0.0059 0.001 0.018 -0.00012 0.0034 0.0018 -0.59 -5 0.48 0.0039 0.21 0.044 -0.057 0.16 -0.14 -0.15 -0.28 0.00015 0.034 0.11 -0.0012 0.0002 -0.00015 -0.0069 0.00037 0.0053 0.00035 0.0015 0.93 0.0016 -0.11 -0.081 0.0017 0.0053 0.00068 0.0013 0.00068 0.092 0.0007 0.00019 -0.0013 0.00014 -0.00023 -0.00042 13 -2.3 0.0045 -0.066 0.0061 0.0018
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standard.init -25.75 -6.00 -4.41 1.71 2.36 -5.06 34.17 21.23 112.93 42.79 23.32 0.60 21.97 15.00 3.61 69.53 30.08 18.50 -1.72 5.84 -4.08 5.60 -0.19 1.33 53.45 40.96 -15.88 -7.36 -3.90 3.10 -6.31 36.76 0.82 14.23 6.38 19.60 -39.36 -45.21 12.26 20.44 75.57 38.34 24.35 114.16 18.79 6.99 -4.89 -5.92 -7.96 -11.34 29.32 -8.43 19.22 4.95 31.54 1.45



standard.match -0.04 1.18 0.75 -0.55 0.20 -0.36 2.28 1.63 4.38 -0.03 1.69 0.40 -0.43 -1.21 0.26 0.97 1.16 0.26 -0.42 0.45 -0.98 -0.80 -0.02 0.81 3.43 3.53 -0.91 0.19 -0.36 -1.60 0.17 1.31 0.23 0.66 1.40 0.87 -0.99 -0.78 1.08 1.74 0.15 0.43 0.29 6.46 0.84 0.68 -0.78 0.26 -0.55 -0.70 3.50 -0.57 0.04 -0.16 2.49 2.28



Table 15: Results of the balancing test for AES 08



p_nitrate pama pente phyto pmsee2000 prair_art_p prair_sem_p pulvaut qual_aut ramgb ramha reflaic refval rrbma sau_prop sex_1 sex_2 sex_cj1 soil1 soil3 soil4 soil5 soil6 soja_p sth_p_0 sth_p_2 sth_p_3 sth_p_4 stocel stocont stocouv stofrai touart touaut tourest tourn_p trac3 trac170pl trac80134 trac135169 tracms55 trferm utataaf utatprm utatsai vendir verger_p_0 verger_p_2 verger_p_3 verger_p_4 vigne_p_0 vigne_p_2 vigne_p_3 vigne_p_4



X.treated 0.014 0.19 2.8 0.17 0.055 0.01 0.084 40 0.14 2.1e+02 8.3 6.2e+04 6.3 16 0.42 0.12 0.74 0.89 0.34 0.23 0.072 0.0078 0.011 0.0072 0.48 0.11 0.048 0.022 6.6e+02 16 0.13 27 0.00082 0.014 0.0069 0.036 1.1e+03 34 1.1e+03 1.4e+02 5.9e+02 0.17 1.1e+02 3.3e+02 4.3e+02 0.2 0.094 0.012 0.0067 0.018 0.34 0.046 0.042 0.15



X.diff.init 0.009 0.15 -0.46 0.12 0.028 0.00063 0.021 21 0.098 83 4.1 3.6e+04 3.1 12 -0.19 -0.12 0.034 0.14 0.054 -0.029 -0.056 -0.0077 -0.0064 0.0056 -0.096 0.016 -0.018 -0.22 4.8e+02 11 0.046 19 -7.8e-05 0.0079 0.0028 0.016 5e+02 20 6.3e+02 84 0.68 0.079 40 1.3e+02 2.9e+02 0.041 0.045 0.0039 0.0014 0.009 0.097 0.023 0.019 0.021



X.diff.match 0.00023 0.00094 -0.027 -0.00086 0.0037 0.00066 0.0017 1.5 0.0037 8.6 -0.3 8.3e+02 0.048 1.1 -0.0079 -0.0089 0.008 0.0087 -0.002 -0.0037 0.00013 -0.00035 -0.00041 0.00039 -0.0019 0.0023 -0.0015 -0.012 7.8 0.13 0.0026 0.6 -0.00017 -0.00043 0.00023 0.0023 12 0.91 27 0.71 -6.9 0.0036 0.36 0.21 -13 0.004 -0.0025 -0.00096 -0.00056 -0.0011 -0.00086 0.00073 -0.0033 -0.001
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standard.init 18.03 47.35 -13.89 41.12 14.17 1.16 12.51 11.87 34.20 22.28 5.31 33.03 20.01 11.75 -50.72 -31.73 7.55 36.25 17.60 -10.01 -27.89 -11.62 -7.87 18.25 -19.24 5.21 -7.93 -68.63 30.32 3.90 14.77 8.38 -0.27 7.82 3.77 19.68 55.52 11.56 59.24 24.71 0.09 23.60 14.51 10.44 11.29 10.89 17.69 3.85 1.84 7.77 21.28 12.63 10.78 5.92



standard.match 0.46 0.30 -0.81 -0.29 1.90 1.21 0.98 0.85 1.30 2.29 -0.39 0.76 0.32 1.08 -2.05 -2.36 1.79 2.31 -0.65 -1.29 0.06 -0.53 -0.51 1.27 -0.39 0.76 -0.65 -3.84 0.49 0.04 0.84 0.26 -0.58 -0.42 0.32 2.89 1.36 0.54 2.52 0.21 -0.90 1.07 0.13 0.02 -0.50 1.06 -0.98 -0.96 -0.73 -0.96 -0.19 0.40 -1.85 -0.29



Table 16: Results of the balancing test for AES 08 w/o 0301



ps_mae08only A1form_agri_1 A1form_agri_2 A1form_agri_3 A1form_agri_4 A1form_agri_5 A1form_gene_2 A1form_gene_3 A1form_gene_4 CJ1prof_con_1 CJ1prof_con_3 CJ1prof_con_4 Ccdex696_2 Ccdex696_3 Ccdex696_4 Ccdex696_5 Ccdex696_6 Fform_soc_2 Fform_soc_3 Fform_soc_4 Fform_soc_5 Fform_soc_6 Fform_soc_7 Fform_soc_8 Nnbre_coexp_2 Nnbre_coexp_3 Nnbre_coexp_4 Ootex1896_14 Ootex1896_28 Ootex1896_29 Ootex1896_37 Ootex1896_38 Ootex1896_39 Ootex1896_41 Ootex1896_42 Ootex1896_43 Ootex1896_44 Ootex1896_50 Ootex1896_60 Ootex1896_71 Ootex1896_72 Ootex1896_81 Ootex1896_82 Ootex1896_90 Ssuccession_1 Ssuccession_2 Ssuccession_3 Ssuccession_4 Ssuccession_5 Ssuccession_6 Ssuccession_7 Ssuccession_8 Ssuccession_9 Ttypeqir_1 Ttypeqir_2 Ttypeqir_3



X.treated 0.13 0.028 0.065 0.025 0.026 0.0083 0.36 0.25 0.25 0.3 0.016 0.17 0.0028 0.027 0.18 0.5 0.28 0.15 0.23 0.0038 0.049 0.0054 0.00042 0.0001 0.21 0.058 0.011 0.053 0.0043 0.0019 0.19 0.11 0.078 0.084 0.043 0.0086 0.015 0.0079 0.084 0.015 0.015 0.068 0.018 0 0.0082 0.011 0.044 0.031 0.0021 0.0039 0.0033 0.0087 0.08 0.1 0.21 0.1



X.diff.init 0.12 -0.016 0.017 0.012 0.016 0.0057 0.045 0.12 0.13 0.074 -0.14 -0.077 -0.095 -0.07 -0.0019 0.28 0.18 0.11 0.16 -0.0024 0.022 -0.003 -0.00039 -0.0005 0.14 0.042 0.0077 0.0013 -0.012 -0.012 0.08 0.056 0.032 -0.0003 -0.05 -0.0063 -0.11 -0.0069 0.03 -0.022 0.0017 0.0018 -0.016 0 0.0052 -0.022 0.0082 -0.028 -0.017 0.00042 -0.0019 -0.11 -0.18 0.054 0.12 0.072



X.diff.match 0 0.0019 -0.0051 -0.0017 0.00024 -0.00015 0.007 0.0025 0.0042 0.014 -0.009 -0.011 -0.0071 -0.0028 0.0085 0.021 0.0023 0.0021 0.0057 -4.5e-05 0.0012 0.00022 -0.00015 -1e-05 0.0027 0.0027 0.00084 0.0043 0.00046 -0.00054 0.0008 -0.0032 0.00021 0.0079 -0.0049 0.0003 -0.0086 -0.00099 -3.8e-05 -0.0032 0.00016 0.0055 -0.0017 0 0.00055 -0.0016 -0.0018 -0.0016 -0.0017 0.00023 -0.00064 -0.0064 -0.0095 -0.0041 0.0092 -0.00077
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standard.init 145.68 -8.84 7.40 8.50 11.84 7.78 9.49 30.71 35.23 16.86 -51.65 -18.91 -44.52 -29.39 -0.51 61.23 47.46 36.77 46.44 -3.42 11.79 -3.60 -1.56 -2.68 40.48 22.27 9.15 0.57 -11.77 -13.27 22.59 19.88 13.52 -0.11 -20.07 -5.86 -43.79 -6.50 11.68 -13.78 1.42 0.72 -10.29



standard.match 0.00 1.01 -2.20 -1.20 0.18 -0.20 1.48 0.64 1.10 3.27 -3.30 -2.84 -3.33 -1.16 2.23 4.47 0.60 0.71 1.63 -0.06 0.62 0.27 -0.62 -0.05 0.81 1.46 0.99 1.94 0.46 -0.62 0.23 -1.13 0.09 2.85 -1.95 0.28 -3.45 -0.93 -0.01 -1.98 0.14 2.20 -1.10



6.99 -14.82 4.15 -13.66 -16.99 0.69 -2.95 -47.09 -49.16 20.82 34.92 29.41



0.74 -1.12 -0.90 -0.77 -1.60 0.37 -0.98 -2.67 -2.61 -1.57 2.60 -0.32



Table 16: Results of the balancing test for AES 08 w/o 0301



a1act_expl__1 a1act_expl__2 a1act_expl__3 a1act_expl__4 a1form_agri_1 a1form_agri_2 a1form_agri_3 a1form_agri_4 a1form_agri_5 a1form_gene_2 a1form_gene_3 a1form_gene_4 a2act_expl__1 a2act_expl__2 a2act_expl__3 a2act_expl__4 a2form_agri_1 a2form_agri_2 a2form_agri_3 a2form_agri_4 a2form_agri_5 a2form_gene_2 a2form_gene_3 a2form_gene_4 ab age2_cj1 age_1 age_2 age_cj1 altitud aoc batchair ble_p bs1form_pro_1 bs1form_pro_2 bs1form_pro_3 bs1form_pro_4 bs1pluri_2 bs1pluri_3 bs1pluri_4 bs1pluri_5 bs2form_pro_1 bs2form_pro_2 bs2form_pro_3 bs2form_pro_4 bs2pluri_2 bs2pluri_3 bs2pluri_4 bs2pluri_5 cap_elev_1 cap_elev_2 cap_elev_3 cap_elev_5 cap_elev_9 charg charg_phae_0



X.treated 0.016 0.034 0.04 0.069 0.096 0.35 0.18 0.12 0.022 0.5 0.15 0.096 0.068 0.062 0.11 0.065 0.061 0.27 0.069 0.05 0.013 0.51 0.16 0.095 0.017 1.7e+03 41 42 41 1.9e+02 0.061 47 0.11 0.094 0.085 0.062 0.086 0.06 0.0012 0.013 0.11 0.074 0.057 0.14 0.075 0.053 0 0.05 0.063 2.5 3.4 4 11 2.5 40 0.37



X.diff.init -0.28 -0.093 -0.036 0.023 -0.0089 0.16 0.11 0.089 0.014 0.16 0.067 0.031 -0.021 -0.0078 -0.0058 -0.029 -0.021 0.043 -0.018 0.018 0.0049 0.017 0.012 0.021 0.011 -1.1e+03 -10 -1.7 -10 -21 0.032 19 0.0039 0.057 0.057 0.037 0.062 -0.0018 -0.13 -0.096 -0.1 0.016 -0.00021 0.071 0.0058 -0.013 0 -0.037 -0.035 1.6 1.3 2.1 1.5 -7.8 18 -0.14



X.diff.match -0.02 -0.0045 -0.0028 0.00055 0.0046 0.017 0.0056 -0.0016 -0.00074 0.0041 0.0015 -0.00088 0.0025 0.0099 0.015 0.0049 -0.00049 -0.0033 -0.003 -0.0082 0.0011 0.0089 -0.012 0.0021 0.0015 -73 -0.58 0.37 -0.71 1.4 -0.00032 -1.5 0.0038 0.0028 -0.00049 0.0026 0.0051 -0.00077 -0.011 -0.0081 -0.0086 -0.011 -0.0013 -0.0095 -0.0046 0.00072 0 0.0049 -0.0093 -0.56 0.31 -0.14 0.089 -0.091 0.51 0.0011
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standard.init -84.20 -34.63 -15.59 9.75 -2.96 35.92 35.23 33.39 11.14 32.07 21.08 11.51 -7.73 -3.17 -1.84 -10.91 -8.08 9.81 -6.74 9.14 4.87 3.45 3.45 7.65 10.11 -91.85 -91.71 -23.22 -90.69 -10.59 15.63 7.22 2.36 22.94 24.88 17.97 27.35 -0.74 -53.92 -41.12 -28.40 6.51 -0.09 23.25 2.25 -5.67



standard.match -6.01 -1.67 -1.19 0.23 1.53 3.98 1.75 -0.59 -0.60 0.85 0.46 -0.33 0.92 4.01 4.63 1.80 -0.19 -0.76 -1.13 -4.16 1.13 1.78 -3.27 0.77 1.38 -6.42 -5.18 5.06 -6.15 0.69 -0.16 -0.55 2.31 1.14 -0.21 1.28 2.27 -0.32 -4.53 -3.48 -2.39 -4.37 -0.54 -3.14 -1.78 0.30



-14.76 -12.72 7.02 8.33 3.19 1.43 -1.53 10.08 -28.38



1.92 -3.43 -2.42 2.02 -0.21 0.09 -0.02 0.29 0.23



Table 16: Results of the balancing test for AES 08 w/o 0301



charg_phae_1 charg_phae_2 charg_phae_3 charg_phae_4 charg_phae_5 charg_phae_6 coexpl_2 colza_p comptdet compteuro confo conjoint1 cstofum cstolis cstopur dja eff_chept_1 eff_chept_2 eff_chept_17 eff_chept_21 eff_chept_22 eff_chept_26 eff_chept_32 eneren enfant_1 enfant_12 enz05 enz06 enz08 enz09 enz11 enz12 enz13 epand_p epandl etragr exp_agri exp_expl hebfer ichn2000 inform irri_p label lnsau mais_fourr_p mais_p maraich_p_0 maraich_p_2 maraich_p_3 maraich_p_4 moisb mtcfh nbbovm nbpco olae orge_p



X.treated 0.17 0.033 0.032 0.042 0.04 0.021 0.1 0.024 0.88 0.23 0.063 0.71 39 52 11 0.35 6.4 7.2 0.6 7.2 0.57 1.4 39 0 0.92 2 0.012 0.011 0.00076 0.29 0.057 0.36 0.034 0.12 6 0.053 14 11 0.036 0.16 0.48 0.21 0.09 8.4 0.028 0.005 0.028 0.0018 0.0001 0.00026 2e+02 1.5e+02 3.4 8.3 0.1 0.028



X.diff.init -0.099 -0.0042 -0.0082 0.0052 0.005 -0.011 0.074 0.0082 0.44 0.15 0.043 0.017 17 20 1.6 0.25 1.7 3.2 -0.45 3.2 -0.35 0.15 -9.9 0 0.48 1.1 -0.018 -0.0051 -0.0022 0.039 -0.0024 0.21 0.01 -0.00078 3.6 0.034 -4.2 -4.6 0.019 0.084 0.32 0.11 0.059 1.5 -0.00052 0.0025 -0.0047 -0.0029 -0.0033 -0.0067 71 -25 1.4 3.4 0.073 -0.0053



X.diff.match -0.0042 0.0048 -0.00094 -0.00096 0.00036 -0.0021 0.0076 0.00076 0.023 0.0024 0.0045 0.0054 -0.17 -0.44 0.3 0.0081 0.51 0.12 -0.021 0.29 -0.043 -0.0031 -5.7 0 0.046 0.11 -0.0011 0.001 -9e-05 -0.0092 0.002 0.0056 0.0013 0.0021 0.97 0.0026 -0.17 -0.18 0.0029 0.0053 0.0046 0.00085 0.0023 0.11 0.0021 -6.5e-06 -0.00027 0.00028 -0.00027 -0.00048 15 1 0.23 0.13 0.0064 0.0017
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standard.init -24.12 -2.30 -4.39 2.67 2.62 -6.66 29.68 13.45 105.03 42.44 21.69 3.75 13.46 5.42 0.90 62.42 10.95 18.74 -3.59 8.32 -2.23 0.91 -0.61



standard.match -1.03 2.60 -0.50 -0.49 0.19 -1.33 3.08 1.24 5.49 0.68 2.25 1.19 -0.14 -0.12 0.17 2.03 3.31 0.69 -0.17 0.76 -0.27 -0.02 -0.35



49.71 36.72 -13.39 -4.55 -5.68 8.80 -1.06 51.55 6.26 -0.35 5.60 18.60 -38.49 -44.27 11.88 26.52 71.95 37.40 24.94 102.64 -0.70 9.05 -2.70 -5.03 -7.87 -11.17 19.30 -6.19 12.59 7.61 30.37 -7.04



4.70 3.79 -0.81 0.94 -0.23 -2.08 0.91 1.34 0.81 0.95 1.51 1.43 -1.54 -1.75 1.81 1.67 1.04 0.29 0.96 7.69 2.82 -0.02 -0.16 0.50 -0.65 -0.81 4.22 0.24 2.12 0.29 2.66 2.25



Table 16: Results of the balancing test for AES 08 w/o 0301



p_nitrate pama pente phyto pmsee2000 prair_art_p prair_sem_p pulvaut qual_aut ramgb ramha reflaic refval rrbma sau_prop sex_1 sex_2 sex_cj1 soil1 soil3 soil4 soil5 soil6 soja_p sth_p_0 sth_p_2 sth_p_3 sth_p_4 stocel stocont stocouv stofrai touart touaut tourest tourn_p trac3 trac170pl trac80134 trac135169 tracms55 trferm utataaf utatprm utatsai vendir verger_p_0 verger_p_2 verger_p_3 verger_p_4 vigne_p_0 vigne_p_2 vigne_p_3 vigne_p_4



X.treated 0.0067 0.19 3.2 0.18 0.066 0.01 0.076 41 0.13 1.9e+02 5.8 3.9e+04 6.5 15 0.46 0.13 0.73 0.88 0.33 0.23 0.063 0.0099 0.01 0.0084 0.43 0.097 0.047 0.028 5.3e+02 19 0.097 34 0.00049 0.014 0.0058 0.042 1.1e+03 31 9.5e+02 1.1e+02 6.7e+02 0.21 1.2e+02 3.7e+02 5.2e+02 0.22 0.12 0.015 0.0085 0.025 0.45 0.062 0.056 0.21



X.diff.init 0.0013 0.15 -0.089 0.14 0.039 0.00031 0.012 22 0.087 57 1.7 1.3e+04 3.3 11 -0.15 -0.11 0.019 0.12 0.045 -0.033 -0.066 -0.0056 -0.0067 0.0068 -0.15 0.0019 -0.019 -0.21 3.5e+02 14 0.0095 26 -0.0004 0.0075 0.0017 0.022 5.4e+02 17 4.6e+02 62 77 0.12 48 1.7e+02 3.8e+02 0.069 0.073 0.0071 0.0032 0.016 0.2 0.039 0.033 0.075



X.diff.match 0.00044 0.0067 -0.016 0.00032 0.0039 -9.1e-05 0.0017 0.53 0.0033 11 0.6 3e+03 0.11 1.7 -0.009 -0.011 3e-05 0.012 0.00072 -0.0059 0.00068 -0.00026 -0.00022 0.0004 0.00045 0.0033 -0.00083 -0.014 8.3 2.7 0.0028 4.7 -0.00024 -0.00055 -0.0003 0.0019 19 1.6 46 5.5 -4.6 0.0049 1.9 5.1 -7.8 0.007 -0.0031 -0.00057 -0.00086 -0.0014 0.0035 0.0025 -0.0049 0.00056
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standard.init 2.98 47.52 -2.66 45.16 18.57 0.58 7.36 12.36 31.03 15.83 2.43 13.61 20.94 10.92 -39.51 -28.63 4.12 31.94 14.79 -11.26 -33.10 -8.02 -8.28 20.54 -30.72 0.64 -8.32 -65.55 23.50 4.47 3.30 10.49 -1.52 7.43 2.39 25.97 58.92 10.52 42.90 19.23 9.73 34.49 17.30 13.29 13.05 17.61 26.28 6.56 3.88 12.06 42.60 19.44 17.19 20.05



standard.match 1.00 2.13 -0.48 0.10 1.84 -0.17 1.03 0.30 1.17 2.96 0.88 3.24 0.68 1.73 -2.33 -2.74 0.01 3.19 0.24 -2.01 0.34 -0.37 -0.28 1.22 0.09 1.13 -0.36 -4.26 0.55 0.87 0.96 1.88 -0.92 -0.55 -0.43 2.22 2.05 0.97 4.27 1.69 -0.59 1.37 0.69 0.40 -0.27 1.78 -1.11 -0.52 -1.03 -1.06 0.75 1.24 -2.51 0.15



Table 17: Results of the balancing test for AES 09



ps_mae09 A1form_agri_1 A1form_agri_2 A1form_agri_3 A1form_agri_4 A1form_agri_5 A1form_gene_2 A1form_gene_3 A1form_gene_4 CJ1prof_con_1 CJ1prof_con_3 CJ1prof_con_4 Ccdex696_2 Ccdex696_3 Ccdex696_4 Ccdex696_5 Ccdex696_6 Fform_soc_2 Fform_soc_3 Fform_soc_4 Fform_soc_5 Fform_soc_6 Fform_soc_7 Fform_soc_8 Nnbre_coexp_2 Nnbre_coexp_3 Nnbre_coexp_4 Ootex1896_14 Ootex1896_28 Ootex1896_29 Ootex1896_37 Ootex1896_38 Ootex1896_39 Ootex1896_41 Ootex1896_42 Ootex1896_43 Ootex1896_44 Ootex1896_50 Ootex1896_60 Ootex1896_71 Ootex1896_72 Ootex1896_81 Ootex1896_82 Ootex1896_90 Ssuccession_1 Ssuccession_2 Ssuccession_3 Ssuccession_4 Ssuccession_5 Ssuccession_6 Ssuccession_7 Ssuccession_8 Ssuccession_9 Ttypeqir_1 Ttypeqir_2 Ttypeqir_3



X.treated 0.16 0.033 0.065 0.037 0.029 0.0059 0.39 0.22 0.25 0.32 0.017 0.15 0.0053 0.02 0.18 0.53 0.27 0.18 0.25 0.0022 0.038 0.0029 0.00042 7.1e-05 0.23 0.066 0.012 0.094 0.0028 0.00063 0.079 0.054 0.034 0.15 0.076 0.022 0.028 0.012 0.049 0.03 0.02 0.11 0.023 0 0.007 0.0092 0.035 0.032 0.0013 0.0042 0.003 0.006 0.074 0.061 0.21 0.091



X.diff.init 0.13 -0.011 0.017 0.024 0.019 0.0033 0.077 0.093 0.14 0.091 -0.14 -0.098 -0.092 -0.077 -0.002 0.31 0.17 0.14 0.17 -0.004 0.011 -0.0055 -0.00039 -0.00054 0.16 0.05 0.0086 0.043 -0.013 -0.013 -0.028 -0.0052 -0.012 0.062 -0.018 0.0066 -0.096 -0.0031 -0.0045 -0.0074 0.0069 0.04 -0.011 0 0.004 -0.023 -0.00097 -0.027 -0.018 0.00069 -0.0022 -0.12 -0.19 0.015 0.12 0.062



X.diff.match 0 0.00093 -0.0027 0.00018 -0.00087 -0.0012 0.0068 -0.0013 0.00058 0.011 -0.0092 -0.011 -0.0053 -0.0032 0.011 0.022 -0.0052 -0.0031 -0.0036 7.4e-05 0.0018 -9.9e-05 -1.1e-05 -9.1e-06 -0.0033 0.00054 -0.002 0.00042 -0.0012 -0.00064 -0.00067 0.0032 -0.0043 0.012 -0.0042 -0.0015 -0.0042 -0.0018 0.00015 -0.0039 0.00013 0.003 -0.0032 0 -0.00023 -0.0016 -0.0016 0.0009 -0.0011 1.5e-05 -0.00064 -0.0063 -0.0038 -0.004 0.0073 -0.0025
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standard.init 145.28 -5.67 7.53 15.06 13.65 5.06 16.23 24.68 35.51 20.70 -51.29 -24.87 -42.70 -33.43 -0.53 66.50 44.59 44.78 49.14 -6.21 6.48 -7.30 -1.57 -2.92 45.90 25.35 9.91 16.53 -13.93 -15.25 -9.80 -2.22 -6.02 19.46 -6.33 4.94 -36.69 -2.73 -2.03 -4.08 5.45 14.41 -6.52



standard.match 0.00 0.48 -1.17 0.11 -0.63 -1.80 1.43 -0.36 0.15 2.39 -3.35 -2.75 -2.46 -1.39 2.92 4.89 -1.38 -1.01 -1.00 0.11 1.01 -0.13 -0.04 -0.05 -0.94 0.27 -2.31 0.16 -1.20 -0.78 -0.23 1.37 -2.18 3.78 -1.50 -1.11 -1.60 -1.57 0.07 -2.18 0.10 1.08 -1.91



5.69 -16.36 -0.52 -13.14 -18.12 1.11 -3.48 -48.76 -51.43 6.65 34.16 26.39



-0.32 -1.15 -0.88 0.43 -1.12 0.02 -1.00 -2.64 -1.06 -1.77 2.08 -1.06



Table 17: Results of the balancing test for AES 09



a1act_expl__1 a1act_expl__2 a1act_expl__3 a1act_expl__4 a1form_agri_1 a1form_agri_2 a1form_agri_3 a1form_agri_4 a1form_agri_5 a1form_gene_2 a1form_gene_3 a1form_gene_4 a2act_expl__1 a2act_expl__2 a2act_expl__3 a2act_expl__4 a2form_agri_1 a2form_agri_2 a2form_agri_3 a2form_agri_4 a2form_agri_5 a2form_gene_2 a2form_gene_3 a2form_gene_4 ab age2_cj1 age_1 age_2 age_cj1 altitud aoc batchair ble_p bs1form_pro_1 bs1form_pro_2 bs1form_pro_3 bs1form_pro_4 bs1pluri_2 bs1pluri_3 bs1pluri_4 bs1pluri_5 bs2form_pro_1 bs2form_pro_2 bs2form_pro_3 bs2form_pro_4 bs2pluri_2 bs2pluri_3 bs2pluri_4 bs2pluri_5 cap_elev_1 cap_elev_2 cap_elev_3 cap_elev_5 cap_elev_9 charg charg_phae_0



X.treated 0.015 0.025 0.041 0.061 0.087 0.39 0.19 0.13 0.021 0.51 0.13 0.079 0.068 0.084 0.093 0.07 0.048 0.32 0.075 0.066 0.012 0.54 0.14 0.089 0.022 1.7e+03 40 42 40 2e+02 0.035 71 0.14 0.12 0.088 0.054 0.087 0.057 0.002 0.01 0.088 0.076 0.071 0.094 0.11 0.042 0 0.068 0.087 2.3 5.8 4.6 23 3.1 59 0.55



X.diff.init -0.28 -0.1 -0.035 0.014 -0.018 0.2 0.12 0.096 0.012 0.17 0.05 0.014 -0.021 0.014 -0.023 -0.024 -0.033 0.088 -0.012 0.034 0.0038 0.047 0.00036 0.015 0.015 -1.1e+03 -11 -2.2 -11 -12 0.0058 43 0.039 0.079 0.06 0.029 0.063 -0.0044 -0.13 -0.099 -0.12 0.018 0.014 0.026 0.041 -0.025 0 -0.02 -0.011 1.4 3.7 2.7 14 -7.2 37 0.037



X.diff.match -0.016 -0.0053 -0.0024 0.0016 0.003 0.0095 0.0012 -0.00016 -4.3e-05 -1.7e-05 5.2e-06 0.0011 -7.5e-05 -0.0024 -0.003 0.00098 0.0047 -0.0028 -0.00032 -0.0064 -0.0031 0.0046 -0.0033 -0.0014 0.00039 -49 -0.37 0.15 -0.43 2.2 0.0023 0.25 0.0019 0.0018 -0.00095 -0.0023 0.0018 0.0013 -0.0086 -0.007 -0.0076 -0.0031 -0.00041 -0.0038 0.008 -0.00034 0 0.0056 -0.0051 -1.2 0.083 -0.2 -0.71 -0.97 -1.5 0.0046
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standard.init -84.74 -39.45 -14.85 6.33 -6.09 45.96 37.62 35.24 10.33 35.01 16.07 5.44 -7.80 5.28 -7.48 -8.77 -13.48 19.80 -4.35 15.82 3.87 9.34 0.10 5.41 13.03 -100.31 -99.19 -29.99 -100.11 -5.81 3.33 14.29 22.80 30.00 25.94 15.00 27.68 -1.85 -53.42 -42.59 -34.34 7.28 5.65 9.46 14.50 -10.95



standard.match -4.89 -2.03 -1.05 0.69 1.01 2.14 0.38 -0.06 -0.04 -0.00 0.00 0.43 -0.03 -0.91 -0.97 0.36 1.90 -0.62 -0.12 -2.96 -3.12 0.91 -0.94 -0.51 0.33 -4.37 -3.32 2.04 -3.77 1.11 1.30 0.09 1.14 0.68 -0.41 -1.19 0.81 0.54 -3.60 -3.00 -2.17 -1.22 -0.17 -1.39 2.80 -0.15



-7.47 -3.64 6.71 20.77 4.14 11.22 -1.40 18.65 7.34



2.11 -1.75 -5.64 0.47 -0.31 -0.57 -0.19 -0.74 0.92



Table 17: Results of the balancing test for AES 09



charg_phae_1 charg_phae_2 charg_phae_3 charg_phae_4 charg_phae_5 charg_phae_6 coexpl_2 colza_p comptdet compteuro confo conjoint1 cstofum cstolis cstopur dja eff_chept_1 eff_chept_2 eff_chept_17 eff_chept_21 eff_chept_22 eff_chept_26 eff_chept_32 eneren enfant_1 enfant_12 enz05 enz06 enz08 enz09 enz11 enz12 enz13 epand_p epandl etragr exp_agri exp_expl hebfer ichn2000 inform irri_p label lnsau mais_fourr_p mais_p maraich_p_0 maraich_p_2 maraich_p_3 maraich_p_4 moisb mtcfh nbbovm nbpco olae orge_p



X.treated 0.15 0.034 0.044 0.051 0.053 0.046 0.12 0.031 0.91 0.21 0.059 0.69 65 96 19 0.4 11 11 1.6 7.1 3.1 2.7 59 7.1e-05 1 2.2 0.024 0.0059 0 0.24 0.053 0.28 0.019 0.2 4.6 0.052 14 11 0.03 0.2 0.5 0.18 0.11 8.7 0.057 0.0039 0.02 0.0011 0.0017 7.1e-05 2.4e+02 1.6e+02 5.5 11 0.12 0.039



X.diff.init -0.12 -0.0031 0.0035 0.014 0.018 0.014 0.085 0.015 0.46 0.13 0.039 -0.0034 42 63 9.7 0.3 6.8 6.5 0.54 3.1 2.2 1.4 10 -0.00014 0.56 1.3 -0.007 -0.01 0 -0.019 -0.0069 0.13 -0.005 0.076 2.2 0.034 -4.3 -4.6 0.013 0.13 0.34 0.085 0.083 1.8 0.028 0.0015 -0.013 -0.0036 -0.0017 -0.0069 1.1e+02 -21 3.5 6.3 0.09 0.0063



X.diff.match -0.0082 0.0026 0.0054 -0.00015 0.00023 0.0024 -0.0007 0.00083 0.022 -0.0018 -0.0033 0.0032 -1 -3 -1.5 -0.00059 0.47 -0.19 -0.064 -0.047 0.25 -0.11 -13 -0.00014 0.016 0.031 0.0027 -0.00046 0 -0.0082 0.00049 0.0069 -0.00013 0.0011 -0.32 0.0014 -0.018 0.027 -0.00013 0.0057 0.004 -8.9e-05 -0.0074 0.094 0.0019 3.7e-05 -0.0032 -0.00032 -0.00055 -0.00046 9.2 -4 0.079 0.21 -0.0032 0.0014



82



standard.init -29.23 -1.69 1.77 6.60 8.86 7.21 33.01 23.67 113.67 37.62 20.18 -0.73 28.07 15.83 5.17 73.78 37.95 35.02 2.92 8.01 8.95 7.77 0.59 -1.19 56.73 43.69 -4.56 -10.43



standard.match -2.04 1.39 2.68 -0.08 0.11 1.24 -0.27 1.29 5.35 -0.51 -1.70 0.70 -0.68 -0.76 -0.79 -0.14 2.65 -1.01 -0.34 -0.12 1.01 -0.58 -0.74 -1.18 1.65 1.04 1.72 -0.46



-4.45 -3.15 32.43 -3.59 31.20 3.84 18.45 -39.28 -44.36 8.30 37.59 76.71 30.10 32.48 126.18 32.40 5.40 -8.21 -6.76 -3.37 -11.67 30.02 -5.04 27.86 12.60 35.40 7.95



-1.93 0.23 1.73 -0.09 0.46 -0.55 0.75 -0.16 0.26 -0.08 1.69 0.91 -0.03 -2.88 6.72 2.21 0.14 -1.97 -0.60 -1.09 -0.77 2.40 -0.97 0.63 0.43 -1.25 1.84



Table 17: Results of the balancing test for AES 09



p_nitrate pama pente phyto pmsee2000 prair_art_p prair_sem_p pulvaut qual_aut ramgb ramha reflaic refval rrbma sau_prop sex_1 sex_2 sex_cj1 soil1 soil3 soil4 soil5 soil6 soja_p sth_p_0 sth_p_2 sth_p_3 sth_p_4 stocel stocont stocouv stofrai touart touaut tourest tourn_p trac3 trac170pl trac80134 trac135169 tracms55 trferm utataaf utatprm utatsai vendir verger_p_0 verger_p_2 verger_p_3 verger_p_4 vigne_p_0 vigne_p_2 vigne_p_3 vigne_p_4



X.treated 0.015 0.21 2.9 0.16 0.079 0.012 0.13 37 0.13 2.6e+02 5.4 7e+04 9.5 14 0.38 0.11 0.75 0.9 0.33 0.25 0.095 0.0084 0.0068 0.0056 0.56 0.14 0.068 0.032 7.1e+02 21 0.17 22 0.00077 0.012 0.0071 0.03 1e+03 36 1.2e+03 1.4e+02 5.3e+02 0.12 1.1e+02 2.8e+02 3.1e+02 0.17 0.056 0.0051 0.0042 0.013 0.23 0.024 0.024 0.1



X.diff.init 0.0096 0.17 -0.35 0.12 0.052 0.0027 0.063 17 0.09 1.4e+02 1.2 4.4e+04 6.2 9.7 -0.23 -0.13 0.039 0.15 0.041 -0.012 -0.032 -0.0071 -0.01 0.0039 -0.018 0.043 0.002 -0.21 5.3e+02 15 0.086 14 -0.00013 0.0056 0.0029 0.01 4.2e+02 22 7e+02 92 -62 0.026 44 77 1.6e+02 0.011 0.0076 -0.0032 -0.0011 0.0039 -0.013 0.00058 0.0011 -0.031



X.diff.match -0.00041 0.0015 -0.009 0.00096 0.0028 -1.6e-05 0.0027 1.5 -0.0027 8.7 -0.37 2.9e+03 -0.19 0.75 -0.0096 -0.01 0.0079 0.0088 -0.00045 -0.0034 0.0012 -5.7e-05 -0.00027 -0.00032 2.5e-05 0.0021 0.0031 -0.013 11 -3.9 0.0046 -3.7 6.2e-05 -5.5e-05 6.8e-05 0.002 12 -0.51 25 0.79 2 0.0023 1.8 -3.8 -33 0.0014 -0.004 0.00011 -0.0012 -0.0016 0.0056 9.2e-05 0.00088 0.0012
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standard.init 20.77 51.59 -10.31 39.61 23.26 4.66 34.25 10.30 31.92 35.21 1.82 39.96 36.05 10.43 -60.48 -35.22 8.86 39.70 13.46 -3.99 -14.33 -10.49 -14.12 14.61 -3.67 13.28 0.78 -64.09 31.90 5.20 25.81 6.84 -0.46 5.85 3.90 12.92 48.31 12.81 74.40 27.42 -8.46 8.43 16.44 6.34 7.47 3.00 3.39 -3.94 -1.57 3.74 -2.98 0.38 0.74 -9.71



standard.match -0.89 0.48 -0.27 0.32 1.27 -0.03 1.46 0.89 -0.94 2.24 -0.55 2.67 -1.08 0.80 -2.53 -2.76 1.78 2.36 -0.15 -1.14 0.53 -0.08 -0.38 -1.18 0.01 0.67 1.24 -3.95 0.67 -1.34 1.37 -1.77 0.22 -0.06 0.09 2.56 1.41 -0.30 2.72 0.23 0.27 0.77 0.66 -0.32 -1.53 0.38 -1.78 0.13 -1.75 -1.49 1.30 0.06 0.58 0.36



Table 18: Results of the balancing test for AES 09 w/o 0301



ps_mae09only A1form_agri_1 A1form_agri_2 A1form_agri_3 A1form_agri_4 A1form_agri_5 A1form_gene_2 A1form_gene_3 A1form_gene_4 CJ1prof_con_1 CJ1prof_con_3 CJ1prof_con_4 Ccdex696_2 Ccdex696_3 Ccdex696_4 Ccdex696_5 Ccdex696_6 Fform_soc_2 Fform_soc_3 Fform_soc_4 Fform_soc_5 Fform_soc_6 Fform_soc_7 Fform_soc_8 Nnbre_coexp_2 Nnbre_coexp_3 Nnbre_coexp_4 Ootex1896_14 Ootex1896_28 Ootex1896_29 Ootex1896_37 Ootex1896_38 Ootex1896_39 Ootex1896_41 Ootex1896_42 Ootex1896_43 Ootex1896_44 Ootex1896_50 Ootex1896_60 Ootex1896_71 Ootex1896_72 Ootex1896_81 Ootex1896_82 Ootex1896_90 Ssuccession_1 Ssuccession_2 Ssuccession_3 Ssuccession_4 Ssuccession_5 Ssuccession_6 Ssuccession_7 Ssuccession_8 Ssuccession_9 Ttypeqir_1 Ttypeqir_2 Ttypeqir_3



X.treated 0.14 0.033 0.069 0.032 0.023 0.0071 0.39 0.23 0.24 0.32 0.023 0.17 0.0057 0.026 0.2 0.52 0.24 0.16 0.23 0.0028 0.039 0.003 0.00051 0.0001 0.21 0.06 0.012 0.06 0.0038 0.00081 0.11 0.076 0.047 0.12 0.096 0.02 0.033 0.0099 0.061 0.027 0.021 0.087 0.017 0 0.0069 0.01 0.033 0.031 0.0017 0.0049 0.0017 0.0064 0.08 0.079 0.2 0.088



X.diff.init 0.12 -0.011 0.021 0.019 0.013 0.0044 0.08 0.096 0.12 0.091 -0.13 -0.081 -0.092 -0.07 0.024 0.3 0.14 0.12 0.16 -0.0034 0.013 -0.0054 -0.0003 -0.00051 0.14 0.044 0.0083 0.0094 -0.012 -0.012 0.0052 0.017 0.0018 0.034 0.0026 0.0051 -0.092 -0.005 0.0067 -0.011 0.0077 0.021 -0.017 0 0.0039 -0.022 -0.0034 -0.028 -0.018 0.0014 -0.0034 -0.12 -0.18 0.032 0.11 0.059



X.diff.match 0 -1.7e-05 -0.0035 0.004 -0.00019 -0.00015 0.018 0.00065 -0.0018 0.0099 -0.013 -0.011 -0.0069 -0.0036 0.011 0.021 0.0051 -0.0054 0.0044 -0.00032 0.0028 -0.00022 -1e-05 -9.7e-06 -0.0051 -0.00033 -0.00042 0.0013 -0.0015 -0.00086 0.0007 0.0043 -0.0058 0.0097 -0.0059 -0.00014 -0.0053 -0.0016 0.0019 -0.0043 -0.00025 0.0058 -0.0038 0 -0.00041 -0.0033 -0.0029 0.0013 -0.0016 -0.0004 -0.00043 -0.0089 -0.0083 -0.0053 0.0091 -0.0019
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standard.init 141.50 -5.70 8.94 12.55 10.40 6.36 16.69 25.36 32.34 20.55 -48.34 -19.97 -42.44 -29.61 6.14 65.08 38.27 40.42 45.34 -5.14 7.18 -7.18 -1.18 -2.69 42.08 22.93 9.62 4.08 -12.51 -14.93 1.65 6.70 0.88 11.40 0.89 3.90 -34.57 -4.54 2.89 -6.03 6.00 7.80 -11.04



standard.match 0.00 -0.01 -1.49 2.65 -0.15 -0.22 3.72 0.17 -0.48 2.23 -4.70 -2.70 -3.20 -1.51 2.76 4.53 1.37 -1.82 1.25 -0.47 1.55 -0.30 -0.04 -0.05 -1.50 -0.17 -0.49 0.56 -1.52 -1.03 0.22 1.71 -2.74 3.20 -2.02 -0.11 -2.01 -1.46 0.81 -2.43 -0.19 2.19 -2.44



5.54 -15.51 -1.84 -13.51 -17.46 2.23 -5.86 -48.49 -49.15 13.43 32.39 25.23



-0.59 -2.27 -1.60 0.63 -1.54 -0.62 -0.73 -3.73 -2.29 -2.20 2.60 -0.82



Table 18: Results of the balancing test for AES 09 w/o 0301



a1act_expl__1 a1act_expl__2 a1act_expl__3 a1act_expl__4 a1form_agri_1 a1form_agri_2 a1form_agri_3 a1form_agri_4 a1form_agri_5 a1form_gene_2 a1form_gene_3 a1form_gene_4 a2act_expl__1 a2act_expl__2 a2act_expl__3 a2act_expl__4 a2form_agri_1 a2form_agri_2 a2form_agri_3 a2form_agri_4 a2form_agri_5 a2form_gene_2 a2form_gene_3 a2form_gene_4 ab age2_cj1 age_1 age_2 age_cj1 altitud aoc batchair ble_p bs1form_pro_1 bs1form_pro_2 bs1form_pro_3 bs1form_pro_4 bs1pluri_2 bs1pluri_3 bs1pluri_4 bs1pluri_5 bs2form_pro_1 bs2form_pro_2 bs2form_pro_3 bs2form_pro_4 bs2pluri_2 bs2pluri_3 bs2pluri_4 bs2pluri_5 cap_elev_1 cap_elev_2 cap_elev_3 cap_elev_5 cap_elev_9 charg charg_phae_0



X.treated 0.014 0.028 0.043 0.064 0.096 0.39 0.17 0.11 0.02 0.5 0.14 0.085 0.068 0.069 0.098 0.067 0.051 0.31 0.065 0.078 0.0076 0.51 0.16 0.089 0.023 1.7e+03 41 42 40 2.2e+02 0.041 59 0.11 0.11 0.083 0.058 0.09 0.052 0.003 0.011 0.092 0.082 0.063 0.1 0.077 0.048 0 0.045 0.069 2.9 5.2 4.3 14 4.5 47 0.51



X.diff.init -0.28 -0.099 -0.033 0.017 -0.0094 0.2 0.11 0.08 0.011 0.16 0.053 0.02 -0.021 -0.0012 -0.018 -0.028 -0.031 0.079 -0.022 0.046 -0.00019 0.019 0.017 0.015 0.016 -1.1e+03 -11 -1.8 -11 4.1 0.012 31 0.0089 0.068 0.055 0.033 0.066 -0.0089 -0.13 -0.098 -0.12 0.024 0.0058 0.036 0.0083 -0.019 0 -0.042 -0.029 2 3.1 2.4 4.7 -5.8 25 -0.0039



X.diff.match -0.022 -0.0073 -0.0043 0.0025 0.0033 0.02 0.0035 -0.0026 -1.7e-05 0.0089 0.0015 4.5e-05 -0.00027 0.0014 -0.0036 0.0039 0.0051 -0.0016 -0.0005 0.00017 -0.012 0.021 -0.003 -0.0048 -0.0015 -82 -0.66 0.26 -0.77 2.1 0.0043 -1 0.0043 0.0044 -0.00019 0.0016 0.0027 0.0017 -0.011 -0.0097 -0.015 -0.016 -0.0029 -0.0082 0.004 -5.3e-05 0 -0.0027 -0.0035 -1.1 0.3 -0.33 -0.79 -1.9 1 0.0019
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standard.init -85.04 -37.62 -13.89 7.64 -3.13 44.93 33.40 30.52 9.56 32.40 17.08 7.67 -7.85 -0.46 -5.76 -10.21 -12.47 17.94 -8.39 20.32 -0.21 3.81 4.63 5.39 13.67 -97.52 -96.62 -24.17 -97.42 1.98 6.68 10.75 5.42 26.74 24.29 16.48 28.74 -3.86 -52.83 -42.01 -33.02 9.54 2.42 12.70 3.18 -8.06



standard.match -6.66 -2.77 -1.80 1.11 1.11 4.56 1.11 -1.01 -0.01 1.82 0.49 0.02 -0.10 0.54 -1.16 1.43 2.08 -0.35 -0.19 0.07 -13.93 4.18 -0.85 -1.75 -1.27 -7.22 -5.87 3.50 -6.72 0.99 2.37 -0.35 2.60 1.73 -0.08 0.80 1.19 0.72 -4.68 -4.17 -4.19 -6.09 -1.24 -2.92 1.52 -0.02



-17.07 -10.46 8.30 18.61 3.68 4.48 -1.12 13.19 -0.77



-1.07 -1.27 -4.37 1.83 -0.50 -0.75 -0.36 0.55 0.37



Table 18: Results of the balancing test for AES 09 w/o 0301



charg_phae_1 charg_phae_2 charg_phae_3 charg_phae_4 charg_phae_5 charg_phae_6 coexpl_2 colza_p comptdet compteuro confo conjoint1 cstofum cstolis cstopur dja eff_chept_1 eff_chept_2 eff_chept_17 eff_chept_21 eff_chept_22 eff_chept_26 eff_chept_32 eneren enfant_1 enfant_12 enz05 enz06 enz08 enz09 enz11 enz12 enz13 epand_p epandl etragr exp_agri exp_expl hebfer ichn2000 inform irri_p label lnsau mais_fourr_p mais_p maraich_p_0 maraich_p_2 maraich_p_3 maraich_p_4 moisb mtcfh nbbovm nbpco olae orge_p



X.treated 0.15 0.041 0.049 0.056 0.059 0.046 0.11 0.027 0.89 0.19 0.055 0.7 56 63 15 0.39 8.4 12 1.5 9.2 3.2 1.8 45 0 0.96 2.1 0.028 0.0066 0 0.25 0.069 0.34 0.027 0.17 4 0.049 14 11 0.026 0.24 0.47 0.17 0.13 8.6 0.041 0.0052 0.021 0.0015 0.0025 0.0001 2e+02 1.7e+02 5.3 13 0.12 0.033



X.diff.init -0.12 0.004 0.0085 0.018 0.023 0.014 0.077 0.011 0.44 0.11 0.035 0.003 33 31 6.1 0.29 3.7 7.6 0.49 5.2 2.3 0.56 -3.2 -0.00021 0.53 1.2 -0.0027 -0.0097 0 -0.0094 0.0092 0.19 0.0032 0.046 1.7 0.03 -4.3 -4.6 0.0094 0.17 0.31 0.075 0.098 1.7 0.012 0.0027 -0.012 -0.0031 -0.00093 -0.0069 78 -8 3.3 8.4 0.092 4.2e-05



X.diff.match -0.0088 0.0027 0.0053 -0.001 -0.00089 -0.00032 0.0014 0.0012 0.03 0.00016 -0.00013 0.0037 0.33 -0.83 -1.7 0.0068 0.59 -0.23 -0.086 0.84 -0.042 -0.11 -9.9 -0.00013 0.04 0.08 0.0023 0.00018 0 -0.011 0.0034 0.0096 0.00051 0.0025 -0.19 0.0043 -0.15 -0.085 -0.00081 0.01 0.0073 -0.0017 0.0016 0.13 0.0021 0.00025 -0.0027 -0.00036 -0.00075 -0.0006 22 -1.8 0.27 0.54 -0.0041 0.0019
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standard.init -28.71 2.08 4.14 8.77 11.14 7.12 30.62 17.80 106.83 33.77 18.54 0.64 23.05 8.28 3.24 71.12 22.77 39.28 2.47 11.93 9.33 3.30 -0.17 -2.06 54.40 40.98 -1.70 -9.52



standard.match -2.17 1.39 2.57 -0.48 -0.42 -0.17 0.57 1.93 7.27 0.05 -0.07 0.81 0.23 -0.23 -0.91 1.69 3.60 -1.16 -0.44 1.94 -0.17 -0.68 -0.54 -1.25 4.11 2.82 1.44 0.18



-2.20 3.95 46.68 2.10 19.57 2.95 16.96 -39.91 -44.34 6.44 46.85 69.35 27.12 36.80 117.14 15.67 9.55 -7.61 -5.64 -1.73 -11.59 21.29 -1.89 26.01 15.55 36.09 0.06



-2.46 1.46 2.34 0.33 1.05 -0.34 2.38 -1.39 -0.82 -0.56 2.93 1.67 -0.63 0.59 9.25 2.68 0.88 -1.65 -0.65 -1.39 -1.01 5.88 -0.42 2.19 1.00 -1.62 2.46



Table 18: Results of the balancing test for AES 09 w/o 0301



p_nitrate pama pente phyto pmsee2000 prair_art_p prair_sem_p pulvaut qual_aut ramgb ramha reflaic refval rrbma sau_prop sex_1 sex_2 sex_cj1 soil1 soil3 soil4 soil5 soil6 soja_p sth_p_0 sth_p_2 sth_p_3 sth_p_4 stocel stocont stocouv stofrai touart touaut tourest tourn_p trac3 trac170pl trac80134 trac135169 tracms55 trferm utataaf utatprm utatsai vendir verger_p_0 verger_p_2 verger_p_3 verger_p_4 vigne_p_0 vigne_p_2 vigne_p_3 vigne_p_4



X.treated 0.0048 0.22 3.3 0.18 0.1 0.013 0.13 37 0.13 2.6e+02 3.5 5e+04 11 11 0.41 0.12 0.75 0.89 0.32 0.25 0.083 0.011 0.0067 0.0066 0.53 0.13 0.073 0.04 6.2e+02 18 0.13 26 0.0005 0.0095 0.0077 0.035 1.1e+03 33 1.1e+03 1.1e+02 5.9e+02 0.15 1.2e+02 3e+02 3.7e+02 0.19 0.078 0.0068 0.0061 0.018 0.32 0.034 0.034 0.14



X.diff.init -0.00063 0.17 0.0037 0.13 0.075 0.0031 0.063 17 0.083 1.4e+02 -0.7 2.4e+04 7.2 6.9 -0.2 -0.12 0.037 0.14 0.032 -0.018 -0.044 -0.0046 -0.01 0.0049 -0.043 0.038 0.007 -0.2 4.4e+02 13 0.047 18 -0.0004 0.003 0.0035 0.015 4.6e+02 19 5.8e+02 63 1.8 0.054 55 1.1e+02 2.3e+02 0.03 0.029 -0.0014 0.00081 0.0093 0.067 0.011 0.011 0.011



X.diff.match 0.00018 0.00054 -0.0052 0.00095 0.0054 -0.00026 0.0032 3.5 0.0037 17 0.0064 3.6e+03 -0.3 0.18 -0.014 -0.012 -5.7e-05 0.012 0.0017 -0.0082 0.0026 -0.00022 -0.00061 -0.00045 0.00023 0.0074 -0.00013 -0.019 20 0.83 0.0035 2.2 -0.00012 -0.0018 -5.9e-05 0.0028 21 1.2 52 7.7 3.6 0.0024 9 -0.73 -38 0.00071 -0.0044 -3e-05 -0.0014 -0.0024 0.0092 0.0014 0.0013 0.0028
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standard.init -1.80 53.39 0.11 43.40 30.90 5.20 34.09 10.15 29.97 34.60 -1.19 24.37 40.54 8.06 -51.37 -32.71 8.29 35.88 10.62 -6.04 -20.33 -6.58 -14.32 16.94 -8.60 12.00 2.76 -60.66 25.89 4.07 14.89 8.08 -1.53 3.41 4.61 18.86 51.88 11.52 62.10 20.38 0.24 16.68 19.54 8.45 9.11 7.92 11.93 -1.66 1.08 7.95 15.05 6.49 6.84 3.11



standard.match 0.51 0.17 -0.15 0.31 2.24 -0.44 1.70 2.07 1.34 4.33 0.01 3.64 -1.66 0.21 -3.71 -3.17 -0.01 3.30 0.57 -2.78 1.20 -0.31 -0.86 -1.54 0.05 2.32 -0.05 -5.59 1.18 0.26 1.12 0.96 -0.44 -2.04 -0.08 3.38 2.41 0.71 5.61 2.47 0.47 0.75 3.22 -0.06 -1.53 0.19 -1.81 -0.03 -1.83 -2.10 2.05 0.87 0.76 0.81



Table 19: Results of the balancing test for AES 21



ps_mae21 A1form_agri_1 A1form_agri_2 A1form_agri_3 A1form_agri_4 A1form_agri_5 A1form_gene_2 A1form_gene_3 A1form_gene_4 CJ1prof_con_1 CJ1prof_con_3 CJ1prof_con_4 Ccdex696_2 Ccdex696_3 Ccdex696_4 Ccdex696_5 Ccdex696_6 Fform_soc_2 Fform_soc_3 Fform_soc_4 Fform_soc_5 Fform_soc_6 Fform_soc_7 Fform_soc_8 Nnbre_coexp_2 Nnbre_coexp_3 Nnbre_coexp_4 Ootex1896_14 Ootex1896_28 Ootex1896_29 Ootex1896_37 Ootex1896_38 Ootex1896_39 Ootex1896_41 Ootex1896_42 Ootex1896_43 Ootex1896_44 Ootex1896_50 Ootex1896_60 Ootex1896_71 Ootex1896_72 Ootex1896_81 Ootex1896_82 Ootex1896_90 Ssuccession_1 Ssuccession_2 Ssuccession_3 Ssuccession_4 Ssuccession_5 Ssuccession_6 Ssuccession_7 Ssuccession_8 Ssuccession_9 Ttypeqir_1 Ttypeqir_2 Ttypeqir_3



X.treated 0.11 0.017 0.077 0.027 0.027 0.0064 0.33 0.24 0.3 0.3 0.068 0.16 0.024 0.1 0.3 0.35 0.16 0.093 0.15 0.005 0.039 0.0077 0.002 0 0.13 0.041 0.003 0.068 0.017 0.0028 0.084 0.029 0.055 0.13 0.14 0.0092 0.082 0.018 0.051 0.038 0.0082 0.091 0.018 0 0.00059 0.0063 0.035 0.021 0.0069 0.003 0.003 0.022 0.13 0.066 0.13 0.081



X.diff.init 0.1 -0.028 0.024 0.012 0.016 0.0035 -0.017 0.1 0.17 0.048 -0.016 -0.092 -0.066 -0.00087 0.096 0.1 0.053 0.052 0.074 0.00023 0.012 -0.0011 0.0011 0 0.064 0.027 0.00023 0.014 0.00033 -0.012 -0.027 -0.026 0.0093 0.037 0.054 -0.0068 -0.039 0.0013 0.0032 0.0079 -0.0044 0.02 -0.014 0 -0.0019 -0.017 8.9e-05 -0.033 -0.0072 -0.00033 -0.0016 -0.073 -0.11 0.017 0.038 0.049



X.diff.match 0 -0.0049 0.0035 -0.0057 -0.011 -0.00069 0.015 -0.0013 0.014 0.0019 -0.0076 -0.0071 -0.0096 0.0064 -0.0028 0.0028 0.012 0.0081 0.0054 -0.001 -0.0019 -6.9e-06 -0.00035 0 0.0021 0.0014 -4.8e-05 -0.0027 -0.0016 -0.00031 0.0073 -0.0026 -0.0047 0.004 0.00055 -0.00099 -0.002 0.0027 0.00064 0.0033 0.0011 0.0097 -0.0014 0 -0.00045 -0.0034 -0.0017 -0.0052 -0.00012 0.00036 -0.0015 -0.007 -0.0068 -0.0078 0.0066 -0.0036



88



standard.init 101.88 -15.90 9.79 8.09 11.81 5.17 -3.61 26.02 41.62 10.75 -6.01 -23.15 -28.84 -0.29 22.40 22.90 15.64 20.77 23.29 0.33 6.84 -1.24 2.76



standard.match 0.00 -2.81 1.43 -4.02 -7.80 -1.02 3.21 -0.33 3.47 0.42 -2.85 -1.78 -4.20 2.10 -0.65 0.62 3.64 3.28 1.69 -1.49 -1.04 -0.01 -0.92



21.39 16.40 0.44 5.70 0.26 -12.83 -9.07 -12.98 4.26 11.72 17.35 -6.11 -13.10 0.98 1.45 4.35 -4.35 7.28 -9.05



0.71 0.88 -0.09 -1.14 -1.23 -0.33 2.47 -1.29 -2.16 1.28 0.18 -0.89 -0.67 2.05 0.29 1.78 1.06 3.54 -0.91



-4.88 -13.95 0.05 -17.34 -7.03 -0.59 -2.68 -31.54 -27.94 7.54 11.92 21.40



-1.15 -2.82 -0.92 -2.78 -0.11 0.64 -2.43 -3.01 -1.76 -3.37 2.08 -1.58



Table 19: Results of the balancing test for AES 21



a1act_expl__1 a1act_expl__2 a1act_expl__3 a1act_expl__4 a1form_agri_1 a1form_agri_2 a1form_agri_3 a1form_agri_4 a1form_agri_5 a1form_gene_2 a1form_gene_3 a1form_gene_4 a2act_expl__1 a2act_expl__2 a2act_expl__3 a2act_expl__4 a2form_agri_1 a2form_agri_2 a2form_agri_3 a2form_agri_4 a2form_agri_5 a2form_gene_2 a2form_gene_3 a2form_gene_4 ab age2_cj1 age_1 age_2 age_cj1 altitud aoc batchair ble_p bs1form_pro_1 bs1form_pro_2 bs1form_pro_3 bs1form_pro_4 bs1pluri_2 bs1pluri_3 bs1pluri_4 bs1pluri_5 bs2form_pro_1 bs2form_pro_2 bs2form_pro_3 bs2form_pro_4 bs2pluri_2 bs2pluri_3 bs2pluri_4 bs2pluri_5 cap_elev_1 cap_elev_2 cap_elev_3 cap_elev_5 cap_elev_9 charg charg_phae_0



X.treated 0.04 0.042 0.067 0.077 0.068 0.34 0.17 0.11 0.032 0.43 0.17 0.14 0.071 0.096 0.089 0.12 0 0.33 0.096 0.14 0.045 0.53 0.25 0.15 0.16 1.9e+03 42 41 43 2.9e+02 0.041 40 0.087 0.1 0.067 0.062 0.083 0.065 0 0.039 0.089 0.11 0.17 0.1 0.16 0.044 0 0.085 0.12 2.4 2.8 6.3 1.7 2 38 0.6



X.diff.init -0.22 -0.073 -0.0063 0.027 -0.041 0.13 0.097 0.067 0.023 0.051 0.08 0.067 -0.017 0.029 -0.021 0.033 -0.077 0.09 0.0066 0.1 0.037 0.028 0.098 0.073 0.16 -5.9e+02 -6.3 -2.4 -6.1 77 0.01 8.9 -0.021 0.06 0.036 0.033 0.055 -0.003 0 -0.088 -0.15 0.056 0.11 0.031 0.088 -0.021 0 -0.00033 0.023 1.4 0.41 4.2 -9.1 -9.3 15 0.088



X.diff.match -0.027 -0.012 0.0072 0.0053 -0.0083 0.041 0.0096 -0.01 0.0033 0.0099 -0.008 0.00086 0.034 0.015 -0.0052 0.024 -0.02 -0.05 0.0055 0.027 0.0078 0.032 -0.017 0.013 -0.01 -66 -0.76 -0.57 -0.68 15 -0.00079 -3.6 0.0055 0.023 -0.0031 -0.0035 0.0011 0.0036 0 -0.0096 -0.015 0.031 0.069 0.0064 0.0061 0.019 0 0.0099 0.015 0.56 -0.14 -1.1 -1.8 -0.38 -1.8 0.012
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standard.init -64.06 -27.44 -2.45 11.33 -14.33 28.97 30.09 26.12 16.12 10.35 23.64 21.88 -6.41 10.52 -6.87 10.66 -40.72 19.97 2.28 37.22 23.42 5.59 24.93 23.41 57.98 -53.19 -59.08 -34.50 -53.52 29.69 5.64 3.28 -13.41 23.45 16.66 15.98 24.30 -1.21



standard.match -7.87 -4.68 2.81 2.17 -2.92 9.15 2.97 -3.94 2.36 2.02 -2.38 0.28 12.45 5.56 -1.74 7.84 -10.39 -11.09 1.88 9.71 4.89 6.33 -4.32 4.09 -3.72 -5.91 -7.19 -8.16 -5.97 5.88 -0.43 -1.33 3.43 8.84 -1.42 -1.69 0.51 1.43



-32.41 -41.95 20.00 35.59 11.10 27.73 -9.08



-3.51 -4.19 11.16 22.23 2.32 1.93 8.54



-0.12 7.52 7.39 2.98 6.75 -11.81 -1.71 7.93 17.88



3.55 4.70 3.04 -1.02 -1.76 -2.38 -0.07 -0.95 2.48



Table 19: Results of the balancing test for AES 21



charg_phae_1 charg_phae_2 charg_phae_3 charg_phae_4 charg_phae_5 charg_phae_6 coexpl_2 colza_p comptdet compteuro confo conjoint1 cstofum cstolis cstopur dja eff_chept_1 eff_chept_2 eff_chept_17 eff_chept_21 eff_chept_22 eff_chept_26 eff_chept_32 eneren enfant_1 enfant_12 enz05 enz06 enz08 enz09 enz11 enz12 enz13 epand_p epandl etragr exp_agri exp_expl hebfer ichn2000 inform irri_p label lnsau mais_fourr_p mais_p maraich_p_0 maraich_p_2 maraich_p_3 maraich_p_4 moisb mtcfh nbbovm nbpco olae orge_p



X.treated 0.29 0.08 0.073 0.063 0.035 0.018 0.058 0.018 0.76 0.14 0.056 0.72 37 26 12 0.27 7 10 2.8 17 2.3 0.35 1.3e+02 0 0.97 2.2 0.047 0.031 0.0013 0.22 0.12 0.21 0.023 0.17 1.3 0.044 13 11 0.033 0.3 0.4 0.14 0.076 8.4 0.019 0.0024 0.039 0.0055 0.0053 0.0026 2e+02 1.8e+02 3.4 23 0.25 0.032



X.diff.init 0.028 0.043 0.034 0.025 -0.00072 -0.015 0.025 0.0012 0.27 0.056 0.034 0.022 11 -11 2 0.16 1.8 5.9 1.6 13 1.2 -1 75 0 0.47 1.2 0.018 0.014 -0.0018 -0.032 0.06 0.065 -0.00091 0.04 -1.2 0.024 -3.1 -3.2 0.016 0.22 0.21 0.039 0.041 1.2 -0.013 5.1e-05 0.0046 0.00057 0.0019 -0.0044 57 -1.7 1.1 17 0.22 -0.0023



X.diff.match 0.0035 0.015 -0.00048 -0.0061 -0.0042 -0.0055 -0.0048 0.0029 0.017 -0.0042 0.0019 0.011 -1 0.22 -0.38 0.01 0.44 0.31 -1.1 1.9 -0.19 -0.2 -35 0 0.038 0.079 0.0037 0.0049 -0.00042 -0.022 0.0082 0.012 -0.0026 -0.0035 0.076 0.0046 -0.36 -0.29 0.0045 0.02 0.00039 -0.0095 0.0063 0.12 -0.00042 3.6e-05 -0.0039 -0.00071 0.001 -0.0012 16 20 -0.015 1.6 0.02 0.00027
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standard.init 6.15 18.49 15.02 11.62 -0.39 -9.44 11.74 2.10 58.32 17.82 17.48 4.94 8.18 -3.14 1.04 40.82 11.45 31.36 8.74 24.63 4.68 -8.16 5.32



standard.match 0.77 6.43 -0.21 -2.79 -2.29 -3.55 -2.30 5.08 3.65 -1.32 0.97 2.40 -0.75 0.06 -0.20 2.65 2.81 1.64 -5.68 3.69 -0.72 -1.60 -2.47



46.21 37.29 9.77 9.78 -4.14 -7.68 21.88 17.37 -0.62 17.47 -2.34 13.70 -30.62 -32.24 10.09 57.27 47.88 13.95 18.15 82.41 -18.72 0.23 2.43 0.80 2.87 -6.31 15.09 -0.40 10.52 25.41 67.06 -3.01



3.73 2.48 2.02 3.46 -0.98 -5.19 3.00 3.25 -1.76 -1.50 0.15 2.60 -3.52 -2.90 2.86 5.31 0.09 -3.38 2.77 8.18 -0.60 0.16 -2.04 -1.00 1.54 -1.71 4.19 4.59 -0.14 2.37 6.12 0.35



Table 19: Results of the balancing test for AES 21



p_nitrate pama pente phyto pmsee2000 prair_art_p prair_sem_p pulvaut qual_aut ramgb ramha reflaic refval rrbma sau_prop sex_1 sex_2 sex_cj1 soil1 soil3 soil4 soil5 soil6 soja_p sth_p_0 sth_p_2 sth_p_3 sth_p_4 stocel stocont stocouv stofrai touart touaut tourest tourn_p trac3 trac170pl trac80134 trac135169 tracms55 trferm utataaf utatprm utatsai vendir verger_p_0 verger_p_2 verger_p_3 verger_p_4 vigne_p_0 vigne_p_2 vigne_p_3 vigne_p_4



X.treated 0.006 0.16 4.2 0.19 0.22 0.025 0.12 29 0.08 2.7e+02 5 3.8e+04 9.5 3.3 0.43 0.19 0.73 0.79 0.25 0.29 0.13 0.023 0.034 0.0051 0.65 0.13 0.13 0.16 3.1e+02 13 0.098 23 0.0028 0.035 0.016 0.027 9.6e+02 28 7.9e+02 72 5.7e+02 0.18 1e+02 2.7e+02 2.8e+02 0.28 0.071 0.0066 0.0068 0.017 0.19 0.013 0.022 0.082



X.diff.init 5.4e-05 0.11 0.94 0.14 0.19 0.015 0.053 8.9 0.03 1.3e+02 0.24 9.3e+03 5.9 -1.5 -0.14 -0.036 0.026 0.019 -0.037 0.028 0.0055 0.0071 0.017 0.0032 0.075 0.026 0.061 -0.055 1.2e+02 7.5 0.0032 16 0.0019 0.028 0.012 0.0063 3.2e+02 13 2.4e+02 17 -14 0.086 24 59 1.3e+02 0.11 0.022 -0.0012 0.0011 0.0084 -0.053 -0.0082 0.00026 -0.048



X.diff.match -0.00095 0.00086 0.12 -0.01 0.02 0.0024 0.0018 4.2 0.0035 22 0.64 2.5e+03 0.4 -3.5 -0.018 -0.0031 -0.019 0.00041 -0.00061 0.0068 0.0059 0.00079 0.0036 -0.004 0.015 0.0046 0.02 -0.008 26 4.2 -0.0086 -4.6 0.0008 0.0015 0.00069 -0.0026 14 2.6 2.8 1.6 -10 0.0016 10 -11 -25 0.015 -0.0039 -0.0047 -0.0011 0.0024 -0.0039 -0.0039 -3.7e-05 0.0032
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standard.init 0.14 36.96 23.24 44.09 59.13 19.94 27.47 5.46 12.44 33.17 0.36 10.30 34.15 -2.45 -36.11 -9.00 5.84 4.56 -12.61 9.36 2.32 7.96 14.15 9.92 15.40 8.16 20.66 -14.02 8.13 2.88 1.08 6.41 4.39 19.53 11.81 7.85 37.77 7.96 18.19 5.14 -1.74 25.15 8.49 4.36 4.83 27.19 9.33 -1.47 1.45 7.42 -12.91 -6.28 0.18 -15.71



standard.match -2.38 0.29 3.04 -3.31 6.41 3.09 0.93 2.55 1.42 5.48 0.96 2.73 2.29 -5.80 -4.65 -0.77 -4.25 0.10 -0.21 2.24 2.47 0.88 2.93 -12.31 3.13 1.44 6.89 -2.04 1.82 1.60 -2.92 -1.89 1.84 1.04 0.69 -3.21 1.59 1.59 0.21 0.48 -1.28 0.46 3.46 -0.84 -0.94 3.55 -1.64 -5.51 -1.35 2.17 -0.96 -3.01 -0.03 1.04
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